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Abstract
People intake metals from their environment. This study investigated type 2 diabetes mellitus (T2DM) related
to internal exposure to metals and attempted to identify possible biomarkers. A total of 734 Chinese adults
were enrolled and urinary levels of 10 metals were measured. Multinomial logistic regression model was used
to assess the association between metals and impaired fasting glucose (IFG) and T2DM. Gene Ontology
(GO), Kyoto Encyclopedia of Genes and Genomes (KEGG), and protein–protein interaction (PPI) were used to
explore the pathogenesis of T2DM related to metals. After adjustment, lead (Pb) was positively associated
with IFG (odds ratio [OR] 1.31, 95% con�dence interval [CI] 1.06–1.61) and T2DM (OR 1.41, 95% CI 1.01–
1.98), but cobalt (Co) was negatively associated with IFG (OR 0.57, 95% CI 0.34–0.95). Transcriptome
analysis showed 69 target genes involved in the Pb-target network of T2DM. GO enrichment indicated the
target genes are enriched mainly in the biological process category. KEGG enrichment indicated Pb exposure
leads to non-alcoholic fatty liver disease, lipid and atherosclerosis, and insulin resistance. Moreover, there is
alteration of four key pathways, and six algorithms were used to identify 12 possible genes in T2DM related
to Pb. SOD2 and ICAM1 show strong similarity in expression, suggesting a functional correlation between
these key genes. This study reveals that SOD2 and ICAM1 may be potential targets of Pb exposure-induced
T2DM and provides novel insight into the biological effects and underlying mechanism of T2DM related to
internal exposure to metals in the Chinese population.

Introduction
In the past 50 years, the incidence of diabetes has been continued increasing globally, reaching the level of a
pandemic (Aschner et al., 2021). In 2019, approximately 463 million adults (20–79 years) had diabetes
mellitus, and 36 years later, this number will increase to 700 million (Saeedi et al., 2019). Type 2 diabetes
mellitus (T2DM) is a metabolic disorder which caused by genetic and environmental factors, and accounts
for more than 90% of diabetes mellitus cases (Hu et al., 2021). Genetic predisposition to a given disease is
estimated to be 10% (mostly monogenic, Mendelian disorders); thus, environmental factors account for 80–
90% of cases (i.e., complex, polygenic diseases) (Misra & Misra, 2020). Researchers have identi�ed
modi�able environmental factors, including speci�c aspects of diet, overweight, inactivity, and smoking, that
account for over 90% of T2DM cases. (Willett, 2002).

Metals may occur as a result of industrial exposure, occupational hazards, air or water pollution, foods,
medicines, improperly coated food containers, or the ingestion of lead (Pb)-based paints. Metals can be either
toxic (arsenic [As], cadmium [Cd], Pb, and mercury) or essential (chromium, cobalt [Co], molybdenum,
manganese [Mn], nickel [Ni], and selenium [Se]) to health, as they could induce the body to produce a large
amount of reactive oxygen species (ROS), causing oxidative stress and cellular damage (Peana et al., 2021),
or maintain metabolic homeostasis, protecting macromolecules and membrane lipids from oxidative
damage (Lv et al., 2021). Thus, it is crucial to explore the association between metal levels in the body and
T2DM in the population.

We recently inferred a strong positive association between urinary Cd and T2DM, and a benchmark dose and
its low limit estimated for a 5% benchmark response was 0.297 (0.198) µg/g creatinine (Shi et al., 2021). The
high-exposure group, based on urinary As, Pb and Cd concentrations, had signi�cantly higher mortality
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related to nephritis (Yao et al., 2021). The blood Pb level was signi�cantly different between subjects with
T2DM and those without T2DM; however, annual changes in fasting plasma glucose (FPG) according to the
Pb concentration only at the beginning of exposure showed a positive correlation (Ji et al., 2021). At the
same time, it would have been di�cult to observe the true association between local environmental stressor
exposure and chronic disease if study subjects with shorter residence times were included. Therefore, in the
present study the associations between impaired fasting glucose (IFG) and T2DM with the urinary levels of
10 metals were examined in 734 Chinese adults from two residential communities (lived in the community
for at least 20 years). The examined metals were As, Co, iron (Fe), Mn, Ni, Pb, Se, strontium (Sr), vanadium
(V), and zinc (Zn).

Furthermore, in the current study molecular mechanisms and potential markers of T2DM related to metal co-
exposure were explored based on analysis of the Comparative Toxicogenomics Database (CTD). Then, the
target genes for potential effects of metal exposure on T2DM were corroborated. Subsequently, a protein–
protein interaction (PPI) network was established, and hub and overlapped genes were identi�ed. The relative
expression levels of these hub genes and their relationship with patients with T2DM were veri�ed by using
multiple databases.

Materials And Methods
Study population

A cross-sectional survey was conducted between December 2019 and December 2020 in Northeast China. By
random group sampling, 800 participants between the ages of 40 and 89 were included, consisting of
community residents who had lived in the community for at least twenty years. All participants were
examined after an overnight fast. Information about age, gender, the use of alcohol and tobacco, and medical
history was obtained by trained reviewers using a standardized structured questionnaire. In addition,
information on a participant’s history of T2DM included questions about prior diagnoses of T2DM by a
physician and current use of insulin and oral hypoglycemic drugs. Basic physical examination including
height, weight, blood pressure and abdominal ultrasonographic examination was performed by quali�ed
physicians. Blood and morning spot urine samples were collected from each participant and stored at -80℃
until laboratory analysis. All participants provided written informed consent, and the ethics committee of the
China Medical University approved the study.

Exclusion criterion

For the current analyses, those who lacked the complete data of urinary metals or questionnaire (n = 16), and
lost data on blood pressure or plasma glucose (n = 50) were excluded for further analysis. Finally, a total of
734 participants were enrolled in the study (Fig. 1).

De�nition of IFG and T2DM

FPG concentrations were measured using an Aero set automatic analyzer (by glucose oxidase method;
Abbott Laboratories. Abbott Park, Illinois, USA). According to the World Health Organization guidelines
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(Alberti & Zimmet, 1998), The de�nition of IFG was that the FPG 6.1 mmol/L to 7.0 mmol/L; the de�nition of
T2DM was that the FPG 7.0 mmol/L or use of antidiabetic medications or have been diagnosed as T2DM.

De�nition of other confounders

Smoking and drinking status were classi�ed into yes and never smoker or drinker groups. Body mass index
(BMI) was calculated as weight in kilograms divided by height in meters squared. Hypertension was de�ned
as either having a systolic blood pressure (SBP) that was greater than or equal to 140 mmHg or a diastolic
blood pressure (DBP) that was greater than or equal to 90 mmHg, or having been diagnosed with
hypertension by a physician. The de�nition of fatty liver was having been diagnosed with abdominal
ultrasonographic examination performed by two experienced ultrasonographers.

Determination of urinary metals and creatinine concentrations

Added 0.25 mL of thawed urine into a 15 mL polypropylene centrifuge tube, and then diluted with 10 mL of
5% (vol/vol) HNO3. Urinary concentrations of As, Co, Fe, Mn, Ni, Pb, Se, Sr, V, and Zn were determined using an
inductively coupled mass spectrometer (ICP-MS; Agilent Technologies, Waldbronn, USA). Percent recovery
was between 95% and 105%, and relative standard deviation was less than 10%. Added deionized water to a
blank urine sampling tube as a control to identify possible contamination. The limits of detection (LOD) for
ten metals ranged from 0.0004 to 0.49 mg/L, and values of below the LOD were replaced with a value of 

. The coe�cients (r2) of the calibration standard solutions of the 10 metals were all greater than
0.999. Urinary creatinine was determined by the creatinine oxidase method on a urinary creatinine assay kit
(Nanjing Jiancheng Institute of Biological Engineering, Nanjing, China).

Construct a network diagram of target protein interaction

All the chemicals and their corresponding target genes were downloaded from the CTD (http://ctdbase.org/)
[August, 2022], with “T2DM” as the keyword in its “Chemicals” entry, then, the chemicals unrelated to this
research were excluded manually (Davis et al., 2021). It was constructed corresponding data tables for the
remaining chemicals, T2DM targets and related pathways to construct the relationship data the table was
used as the input �le of Cytoscape 3.8.0 to construct a network diagram showing the relationship between
the chemicals and T2DM (Shannon et al., 2003).

The potential targets of T2DM related to co-exposure of heavy metals were imported into the String database
(https://string-db.org/) [August, 2022], restricted the species to “Homo sapiens”, obtained the protein
interaction relationship, and exported the results in the TSV format (Szklarczyk et al., 2019). Used Cytoscape
3.8.0 software to draw PPI network diagram to visualize the data; used the cytoHubba plugin to discover the
key gene (Chin et al., 2014). The computational plug-in cytoHubba integrates 11 algorithms that can
calculate network local feature parameters and global feature parameters to infer the importance of nodes in
the network and thus identify the core elements of the network. We selected three local network feature
parameter algorithms and three global network feature parameter algorithms based on a comprehensive
evaluation of the prediction accuracy of each algorithm: Density of Maximum Neighborhood Component
(DMNC), Maximal Clique Centrality (MCC), Degree, Edge Percolated Component (EPC), closeness and
Betweenness algorithms to calculate PPI networks' network characteristic parameters and discover key genes

√LOD/2
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(Chin et al., 2014). At the same time, the calculation results were sorted, and the top 30 genes were selected,
and various algorithms were analyzed through the online jvenn tool (Bardou et al., 2014). The selected genes
were crossed, and if the same gene could appear in the six algorithms at the same time, it was considered as
the key gene.

Gene enrichment and pathway analysis

Gene Ontology (GO) annotated genes through three dimensions: biological process (BP), cellular component
(CC), molecular function (MF). Kyoto Encyclopedia of Genes and Genomes (KEGG) could visually detect the
pathways involved in the target (Kanehisa & Goto, 2000). In order to reveal the enrichment of the interacting
target proteins in the gene function, the potential target genes that associated with T2DM caused by the co-
exposure of heavy metals were for GO analysis and KEGG analysis using package “Clusterpro�ler” of the R
software (Yu et al., 2012), and statistical signi�cance level was set at α = 0.05..

Statistical analysis
Descriptive statistics were calculated for all demographic and clinical characteristics of the study subjects.
The demographic characteristics of different groups were present as mean ± standard deviation (SD) for
continuous variables and n (%) for categorical variables.

Used Mann-Whitney U tests to compare the distribution characteristics of metal concentrations in different
groups, and evaluate the correlation between metals by Spearman rank correlation analysis. The variance
in�ation factor (VIF) was used to determine whether there was collinearity between metals. If the VIF was
greater than 10, the collinearity was stronger. It was performed log-transformation on urinary metals
concentrations, because of the distribution of urinary metals was left-skewed. Multinomial logistic regression
was used to compare the odds ratio (OR) and 95% con�dence interval (95% CI) of IFG and T2DM risks. Age
(continuous), gender, BMI (continuous), smoking status (yes/no), alcohol drinking status (yes/no),
hypertension, fatty liver, and urinary creatinine concentrations (continuous) were the covariates adjusted in
the multi-metal models.

Considering the in�uence of FPG outliers on the results, it was undertaken sensitivity analyse in the study.
FPG was performed log-transformation to improve the left-skewed distribution, then FPG outliers were
selected by standard deviation method. It was reanalyzed the association between urinary metals and IFG or
T2DM by excluding participants who had FPG outliers.

All statistical analyses were performed using IBM SPSS version 25 for Windows (SPSS Inc., Chicago, IL, USA)
and R software (version 4.0.3, R Core Team). Two-side test P < 0.05 was considered statistically signi�cant.

Results
Basic characteristics of study participants

As shown in Table 1, the participants in this study consisted of 354 men (48.2% of the participants) and 380
women (51.8% of the participants), with a mean age of 63.5 years. The prevalence of IFG and T2DM was
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7.5% and 10.6% respectively. In the Normoglycemia group, the median FPG was 4.80 mmol/L, whereas in the
IFG and T2DM groups, the median FPG was 6.40 mmol/L and 8.65 mmol/L, respectively (Supplementary
Fig. 1). Nearly overweight was observed in normoglycemia and IFG with BMI of 24.6 kg/m2, and obesity was
observed in T2DM with BMI of 25.3 kg/m2. With regard to lifestyle, the majority of the participants were non-
drinker, while the rate of smoking was 25.1% in normoglycemia, 16.4% in IFG, and 20.5% in T2DM. Less than
half of normoglycemia had hypertension, but the prevalence of hypertension was dramatically increased with
58.2% in IFG and 64.1% in T2DM. The prevalence of fatty liver was 25.0%, 34.5% and 37.2% in the three
divided groups of normoglycemia, IFG and T2DM.

Table 1
Participants’ characteristics among the normoglycemia, IFG and T2DM.

  Total (N = 
734)

Normoglycemia (N = 
601)

IFG (N = 
55)

T2DM (N = 
78)

Age (years) 63.5 ± 11.5 63.3 ± 11.5 65.5 ± 11.3 63.5 ± 11.6

BMI (kg/m2) 24.7 ± 3.5 24.6 ± 3.5 24.6 ± 3.1 25.3 ± 3.8

Urinary creatinine
(mmol/L)

9.3 ± 5.0 9.3 ± 5.0 9.5 ± 4.7 8.6 ± 4.6

Male, n(%) 354 (48.2) 286 (47.6) 26 (47.3) 42 (53.8)

Smocking, n(%) 176 (24.0) 151 (25.1) 9 (16.4) 16 (20.5)

Alcohol drinking, n(%) 57 (7.8) 44 (7.3) 6 (10.9) 7 (9.0)

Hypertension, n(%) 353 (48.1) 271 (45.1) 32 (58.2) 50 (64.1)

Fatty liver, n(%) 198 (27.0) 150 (25.0) 19 (34.5) 29 (37.2)

Abbreviations: IFG, impaired fasting glucose; T2DM, type 2 diabetes mellitus; BMI, body mass index.

Continuous variables were present as mean ± SD.

Categorical variables were present as n (%).

Distribution of urinary metals

The geometric means of 10 urinary metals in normoglycemia, IFG and T2DM were presented in Table 2.
Detection rates (N% >LOD) of all the metals were > 77%. The distribution of 10 urinary metals (unadjusted
and adjusted for urinary creatinine) was given in Supplementary Table 1. Compared with the normoglycemia,
the levels of Pb (2.0 µg/L vs 1.9 µg/L) and Zn (628.6 µg/L vs 428.1 µg/L) in urine were higher in IFG and
T2DM (P < 0.05). As shown in Supplementary Fig. 2, no signi�cant correlations were observed among most
of the metals, and signi�cant co-exposures were only identi�ed between Fe and Mn (r = 0.58), As and Se (r = 
0.46), and Se and Sr (r = 0.45).
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Table 2
Concentrations of urine metals of the participants. (g/L)

µ

  Total (N = 734) Normoglycemia (N = 601) IFG (N = 55) T2DM (N = 78)

As 43.1 (23.4, 85.3) 43.3 (24.3, 85.4) 36.5 (21.2, 101.7) 44.7 (19.8, 74.4)

Co 0.3 (0.2, 0.5) 0.3 (0.2, 0.5) 0.3 (0.2, 0.4) 0.3 (0.2, 0.6)

Fe 63.8 (6.2, 258.2) 63.7 (7.2, 245.7) 50.6 (0.1, 394.2) 70.9 (14.8, 286.5)

Mn 3.0 (0.4, 9.8) 2.8 (0.2, 9.3) 4.3 (0.8, 13.8) 3.8 (1.1, 9.9)

Ni 3.4 (1.0, 6.7) 3.4 (0.9, 7.0) 2.9 (0.5, 5.7) 4.1 (1.9, 7.3)

Pb 1.9 (1.0, 4.0) 1.8 (0.9, 3.8) 2.0 (1.2, 6.9)* 2.1 (1.1, 7.2)

Se 18.8 (10.9, 27.8) 18.8 (11.1, 27.6) 20.9 (11.3, 29.1) 18.2 (10.2, 29.9)

Sr 182.5 (116.7, 275.5) 185.8 (117.7, 276.5) 154.7 (96.2, 258.8) 183.4 (122.7, 280.2)

V 1.5 (0.9, 2.2) 1.5 (1.0, 2.2) 1.3 (0.8, 1.9) 1.3 (0.9, 2.2)

Zn 482.1 (275.0, 812.0) 470.5 (268.6, 784.5) 555.7 (320.8, 896.7) 628.6 (297.0, 993.4)*

Abbreviations: IFG, impaired fasting glucose, T2DM, type 2 diabetes mellitus.

a Data were presented as median and quartile interval.

b p values were derived from Mann-Whitney U tests. * Compared with the normoglycemia, p < 0.05.

Urinary metals and T2DM and IFG risk

After adjustment for conventional confounders such as age, BMI, urinary creatinine concentration, gender,
smoking status, alcohol drinking status, hypertension, and fatty liver, Co (OR 0.57, 95% CI:0.34–0.95, P = 
0.032) was signi�cantly negatively associated with IFG, but Se (OR 1.85, 95% CI:1.10–3.13, P = 0.021) was
signi�cantly associated with IFG (Table 3). Pb was signi�cantly associated with both IFG (OR 1.31, 95% CI:
1.06–1.61, P = 0.012) and T2DM (OR 1.41, 95% CI: 1.01–1.98, P = 0.048). In the sensitivity analysis, we also
obtained similar results (Supplementary Table 2)

Genes associated with T2DM related to Pb exposure

To identify the potential molecular mechanism of T2DM related to Pb exposure, the CTD database was
searched. Pb and four Pb containing chemicals including lead acetate, lead chloride, lead chromate and lead
nitrate were chosen, and 80 related genes associated with T2DM were found for further analyses in
Supplementary Table 3. No-homo sapiens genes (INS1, MIR204, MIR222, MIR375, and MIR4516) and no-
interaction genes (AUTS2, BHMT, CMIP, JADE2, RNF6, and SLC22A3) were excluded. From Pb-target network
of T2DM, the top 10 hub target genes with higher degrees were �ltered, including Serine / threonine protein
kinase (AKT1), Interleukin-6 (IL6), Tumor necrosis factor (TNF), Caspase-3 (CASP3), Peroxisome proliferator-
activated receptor gamma (PPARG), catalase (CAT), epidermal growth factor receptor (EGFR), superoxide



Page 9/22

dismutase 2 (SOD2), leptin (LEP) and sirtuin (SIRT1), and included 69 nodes and 569 edges. (Fig. 2A).
Detailed information of these 69 nodes was shown in Supplementary Table 4.

Functional analysis by GO and KEGG enrichment

In order to better understand the effects of Pb exposure on biological function in T2DM, GO enrichment
analysis mainly including three categories: biological process, cellular components and molecular function
were performed (Fig. 2B). In the biological process category, the target genes were enriched mainly in
response to oxidative stress, response to nutrient levels, neuron death, regulation of lipid metabolic process,
and response to peptide hormone. In cellular components category, membrane raft, membrane microdomain
and membrane region contained the most target genes. In molecular function category, DNA-binding
transcription factor binding, RNA polymerase II-speci�c DNA-binding transcription factor binding, ubiquitin
protein ligase binding and ubiquitin-like protein ligase binding were the more abundant functions. The
detailed information of GO enrichment analysis was listed in Supplementary Table 5–7.

To further elucidate the function of target genes in signaling pathways, the differently expressed unigenes
were located in the KEGG database to analyze the signi�cantly abundant pathways. KEGG pathway
enrichment analysis results showed a total of 136 pathways (P < 0.05) in Supplementary Table 8. The top 20
KEGG pathways results indicated that enriched pathways played important role in liver and kidney diseases,
such as non-alcoholic fatty liver disease, lipid and atherosclerosis, insulin resistance, AGE-RAGE signaling
pathway in diabetic complications (Fig. 2C). Meanwhile, four main signal transduction pathways including
adipocytokine signaling pathway, longevity regulating pathway, hypoxia-inducible factor 1 (HIF-1) signaling
pathway and TNF signaling pathway were also found in the KEGG enrichment pathways (Fig. 2C).

PPI network of intersection target genes and identi�ed key genes

In order to explore the target genes in depth, six algorithms, DMNC, MCC, EPC, Degree, Closeness and
Betweenness were used to analyze the network topology of the PPI network (Supplementary Table 9). 12
possible genes related to T2DM were shared in these six datasets (Fig. 2D, Supplementary Table 10).
Therefore, the 12 possible genes were mainly focused in the subsequent analyses. Based on the STRING
database, a co-occurrence network of total 12 nodes and 56 edges was constructed (Fig. 2E). The local
clustering coe�cient was 0.861, and the PPI enrichment P value was less than 1 × 10 − 16. It could be
concluded that genes such as TNF, endothelial nitric oxide synthase (NOS3), adiponectin (ADIPOQ), SIRT1,
mitochondrial uncoupling protein 2 (UCP2), SOD2, insulin receptor substrate 1 (IRS1), LEP, endothelin-1
(EDN1), intercellular adhesion molecule 1 (ICAM1), peroxisome proliferator-activated receptor gamma
coactivator 1-alpha (PPARGC1A), and resistin (RETN) had a strong correlation with T2DM caused by Pb
exposure. It was found that there was a strong similarity in expression between SOD2 and ICAM1, suggesting
functional correlation between the two genes (Fig. 2F).

Discussion
In the present study, we integrated a crowd survey with metallomics to identify potential metabolic signatures
(metabolites, metabolic pathways, and potential markers) associated with metals and T2DM development. In
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our overall analysis, urinary Se concentrations were positively associated with IFG risk, whereas urinary Co
concentrations showed a negative association with IFG risk. Urinary Pb concentrations were positively
associated with the risk of IFG and T2DM. Pb is a toxic heavy metal with complex biological functions, and
the mechanism of action of Pb-mediated T2DM is unclear. Therefore, metallomics was used to identify the
metabolic pathways and gene networks of Pb to understand the potential markers of Pb-mediated T2DM. On
a molecular scale, there were �ve chemical components and 80 potential targets of Pb that are related T2DM.
Both GO and KEGG enrichment results indicate that Pb exposure leading to T2DM is a multi-target, multi-
functional, multi-pathway process. Genes such as TNF, NOS3, AADIPOQ, SIRT1, UCP2, SOD2, IRS1, LEP, EDN1,
ICAM1, PPARGC1A, and RETN have a strong correlation with T2DM caused by Pb exposure. There is strong
similarity in the expression of SOD2 and ICAM1.

The results of the current study showed for the �rst time that high urinary Se status in the Chinese population
correlates with an increased risk of onset of IFG. Several previous studies have reported that high blood Se
status is associated with the occurrence of IFG (Akbaraly et al., 2010; Li et al., 2018; Zhou et al., 2019). In
humans, Se is an essential metal: it is part of 25 selenoproteins that have selenocysteine at their active center
(Kryukov et al., 2003). Selenoprotein P (SeP) functions as a Se-supply protein; it is a secretory protein
primarily produced by the liver (Burk & Hill, 2005; Saito & Takahashi, 2002). Treatment of primary hepatocytes
with puri�ed SeP could induce a reduction in insulin-stimulated phosphorylation of insulin receptor and AKT,
leading to impaired insulin signal transduction and dysregulated cellular glucose metabolism (Misu et al.,
2010). This mechanism might provide a comprehensible explanation for the effect of Se on glucose
homeostasis.

As the active center of vitamin B12, Co is an essential trace element that is of great
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Table 3
Associations of 10 urinary metals concentrations with IFG and T2DM risk.

  VIF Model 1 a   Model 2 b

  IFG   T2DM   IFG   T2DM

  OR
(95%CI)

P   OR
(95%CI)

P   OR
(95%CI)

P   OR
(95%CI)

P

As 1.733 1.03
(0.74,
1.45)

0.857   0.96
(0.71,
1.30)

0.793   1.08
(0.76,
1.53)

0.657   0.98
(0.72,
1.32)

0.869

Co 1.641 0.60
(0.36,
0.98)

0.043   1.15
(0.92,
1.45)

0.226   0.57
(0.34,
0.95)

0.032   1.00
(0.64,
1.54)

0.984

Fe 1.619 0.93
(0.85,
1.02)

0.137   0.98
(0.90,
1.06)

0.621   0.94
(0.86,
1.04)

0.228   0.99
(0.91,
1.07)

0.783

Mn 1.955 1.13
(0.98,
1.31)

0.090   1.06
(0.93,
1.19)

0.390   1.11
(0.96,
1.29)

0.149   1.04
(0.92,
1.18)

0.491

Ni 1.349 0.92
(0.79,
1.06)

0.252   0.99
(0.86,
1.13)

0.870   0.90
(0.77,
1.05)

0.179   0.98
(0.85,
1.13)

0.789

Pb 1.523 1.31
(1.07,
1.62)

0.010   1.43
(1.02,
1.99)

0.036   1.31
(1.06,
1.61)

0.012   1.41
(1.01,
1.98)

0.048

Se 1.981 1.81
(1.09,
3.00)

0.022   0.83
(0.58,
1.19)

0.321   1.85
(1.10,
3.13)

0.021   0.90
(0.61,
1.33)

0.601

Sr 1.496 0.88
(0.70,
1.10)

0.252   0.99
(0.65,
1.52)

0.980   0.87
(0.69,
1.09)

0.222   1.17
(0.92,
1.47)

0.201

V 1.275 0.87
(0.71,
1.06)

0.167   0.98
(0.81,
1.19)

0.833   0.88
(0.72,
1.08)

0.228   0.95
(0.78,
1.17)

0.647

Zn 1.386 0.87
(0.66,
1.14)

0.303   0.96
(0.83,
1.12)

0.605   0.86
(0.65,
1.15)

0.313   0.95
(0.82,
1.10)

0.490

Abbreviations: IFG, impaired fasting glucose, T2DM, type 2 diabetes mellitus, VIF, variance in�ation factor,
OR, odds ratio, CI, con�dence interval.

a No adjustment.

b Adjusted for age, body mass index, urinary creatinine concentration, gender, smoking status, alcohol
drinking status, hypertension, fatty liver.
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signi�cance to human cell metabolism (Rizzo et al., 2016). Hypoxia, decreased immune function, sexual
dysfunction and anemia are the adverse symptoms of the body when Co de�ciency occurs, and death may
occur in severe Co de�ciency (González-Montaña et al., 2020). Previous studies have elucidated that vitamin
B12 de�ciency may be attributed to increased adiposity, insulin resistance, and diabetes (Krishnaveni et al.,
2009; Yajnik et al., 2008). Previous studies have elucidated that vitamin B12 de�ciency may be attributed to
increased adiposity, insulin resistance, and diabetes (Nomura et al., 2005; Saker et al., 1998; Ybarra et al.,
1997). Studies had reported that Co has good hypoglycemic properties and diabetes could be prevented by
Co supplementation. There have also been some epidemiological studies reporting the link between Co and
glucose metabolism. Chen et al. found in average adult women in the United States that insulin resistance
gradually weakened as the blood Co concentrations increased (Chen et al., 2021). Cao et al. demonstrated a
U-shaped association between Co and T2DM (Cao et al., 2021). In addition, our �ndings inferred that Co may
be bene�cial to glucose metabolism, although this eventuality needed to be veri�ed in a larger sample.

In the present study, we found that urinary lead levels were signi�cantly associated with increased risk of IFG
and T2DM in a long-term resident population. A positive association of lead with increased risk of IFG was
also found in the short-term exposed population(Feng et al., 2015). The present study adds new evidence for
lead-induced disturbances in glucose homeostasis. Other studies have reported that blood Pb concentrations
among people with diabetes are higher than among control individuals (Afridi et al., 2008; Serdar et al., 2009).
In vivo studies have revealed that Pb exposure is pro-diabetic, causing fasting hyperglycemia and glucose
intolerance in rats, and chronic exposure to Pb could disrupt glucose homeostasis by affecting the pancreas
and liver mainly through induction of insulin resistance (Mostafalou et al., 2015; Tyrrell et al., 2017). These
�ndings illustrate that Pb might adversely affect insulin function and eventually lead to T2DM development.
We identi�ed the potential metabolites and metabolic pathways that are associated with Pb and T2DM
development. In our analysis, we identi�ed 80 targets of Pb and four Pb-containing chemicals resulting in
T2DM, and these targets are part of different metabolic pathways. The KEGG pathway enrichment analysis
results showed that Pb affects 136 biological pathways; the top four are the adipocytokine signaling
pathway, the longevity regulating pathway, the HIF-1 signaling pathway, and the TNF signaling pathway.
Meanwhile, 12 possible target genes related to T2DM were explored: TNF, NOS3, AADIPOQ, SIRT1, UCP2,
SOD2, IRS1, LEP, EDN1, ICAM1, PPARGC1A, and RETN.

In yellow cat�sh, Pb exposure induces transcriptional upregulation of superoxide dismutase (SOD), CAT,
interleukin-10 (IL10), transforming growth factor-β (TGFB), and TNF in the head kidney and spleen,
suggesting that Pb impairs immune function and tissue integrity through oxidative stress, in�ammation, and
apoptosis (Guo et al., 2021). The role of SIRT1 in the neurotoxicity of Pb has received increasing attention.
Researchers have reported that SIRT1 overexpression or in vivo administration can ameliorate the effect of
Pb on the nervous system (Bai et al., 2021). Transgenic mice overexpressing SIRT1 can inhibit liver glycogen
production and enhance adiponectin levels to improve glucose tolerance and prevent the occurrence of
diabetes (Pardo & Boriek, 2020). Based on the current research results, chronic Pb exposure might lead to the
development of T2DM by inhibiting the expression of SIRT1. ADIPOQ, which is an adipocytokine rich in blood,
can activate AMPK to promote glucose utilization and induce fatty acid oxidation to regulate glucose
metabolism and insulin sensitivity (Choe et al., 2016). A prospective study found that LEP was positively
correlated with insulin sensitivity, and LEP levels were higher in people with impaired IFG and T2DM (D'Elia et
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al., 2019). Pb could increase fasting glucose and serum LEP levels (Beier et al., 2015). Impaired Insulin-
stimulated glucose uptake occurs in mice or adipocytes treated with RETN or recombinant RETN, indicating
that RETN could promote insulin resistance and affect normal glucose metabolism (Kershaw & Flier, 2004).
Meanwhile, we have found that the adipocytokine signaling pathway is one of main signal transduction
pathways by which Pb exerts its effects. These �ndings indicate that fat metabolism is closely associated
with the molecular mechanism of Pb-mediated T2DM. Our �ndings provide possible clues for studying the
molecular mechanism of T2DM caused by Pb exposure.

We also carried out a functional investigation by examining the co-expression of potential targets. We found
strong similarity in the expression of SOD2 and ICAM1, suggesting a functional correlation between the two
genes. SOD are important antioxidant enzymes that decrease ROS levels, meanwhile. SOD2 is the
predominant antioxidant enzyme in mitochondria to dismutate superoxide to generate hydrogen peroxide
(H2O2) (Muscoli et al., 2003). Overexpressing SOD2 greatly improves the ROS-scavenging capacity of the
mitochondria, decreasing ROS levels, normalizing blood glucose levels, and reducing insulin levels (Zhai et
al., 2011). ICAM1 belongs to the immunoglobulin superfamily. It is expressed most strongly in vascular
endothelial cells and plays a key role in the adhesion of monocytes, lymphocytes, and endothelial cells
(Cockerill et al., 1995). The ICAM1 gene is located on chromosome 19p13, an area that is associated with
diabetes (Vora et al., 1994). Previous studies have con�rmed that increased ICAM1 expression is positively
correlated with insulin resistance (Hsu et al., 2009; Kent et al., 2004). In a study of the cognitive function of
mice, the ROS and MDA contents in the Pb group increased while the GSH and SOD levels decreased
compared with those in the control group (Zhang et al., 2021). Therefore, Pb exposure might stimulate the
body to generate oxidative stress and an immune response, and thus affect the development of T2DM by
regulating the expression of SOD2 and ICAM1.

We designed this study to explore the association between exposure to multiple metals and the T2DM risk of
residents in a certain area in Northeast China. Furthermore, we focused on the relationship between metal
exposure and IFG, providing important epidemiological evidence for the effective prevention and control of
the occurrence and development of T2DM. Finally, we applied metalomics to study the effects of metal
metabolites on metabolic pathways. In the current study, we have explored the metal-related metabolomics
pathways and possible potential markers with the CTD database and have provided important preliminary
evidence for the subsequent identi�cation of the molecular mechanism of T2DM caused by exposure to
metals.

One limitation of this study is that we could not establish a causal relationship between exposure to metals
and T2DM. We will use a prospective, longitudinal study method in future research. Another limitation is that
the most representative biomarkers of the internal levels of certain metals may not be urinary metal
concentrations due to recent exposure. In the future, the impact of other markers of internal exposure to
metals on T2DM should be assessed to explore the relationship between different exposure states of metals
and T2DM. The potential biomarkers obtained in our study were based on the analysis of data downloaded
from public databases, which are accurate and reliable, but do not cover all information. Finally, the
mechanisms behind T2DM are complex, involving activation of multiple signaling pathways and proteins, as
well as cross-activation between various signaling pathways. We only focused on SOD2 and ICAM1 and did
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not observe the effects of other signaling pathways and proteins. Therefore, further studies are needed to
assess the potential effects of heavy metals on other signaling pathways and proteins.

In summary, urinary Pb is positively associated with the risk of T2DM and IFG. Urinary Se has a positive
association with IFG risk among participants. On the contrary, urinary Co is negatively associated with IFG
risk. Moreover, we examined the top 12 genes with a strong correlation with Pb exposure causing T2DM,
including TNF, NOS3, AADIPOQ, SIRT1, UCP2, SOD2, IRS1, LEP, EDN1, ICAM1, PPARGC1A, and RETN. In
addition, we identi�ed some potential markers with a strong similarity in expression, namely SOD2 and
ICAM1. The �ndings of this study will help identify novel biomarkers, pathways of disease, and potential
signatures of environmental metal exposure, to assist in developing and designing promising diagnostic
biomarkers and novel therapeutic drugs for metal exposure.

Abbreviations

95% CI 95% con�dence interval

BMI Body mass index

CTD Comparative Toxicogenomics Database

DMNC Density of Maximum Neighborhood Component

EPC Edge Percolated Component

FPG Fasting plasma glucose

GO Gene Ontology

IFG Impaired fasting glucose

KEGG Kyoto Encyclopedia of Genes and Genomes

LOD Limits of detection

MCC Maximal Clique Centrality

OR Odds ratio

PPI Protein–protein interaction

SD Standard deviation

T2DM Type 2 diabetes mellitus

VIF Variance in�ation factor

Declarations
Acknowledgements We would like to thank all participants who cooperated with this health survey and all
colleagues involved in this study for their contributions, as well as the CTD database.



Page 15/22

Author contributions YW and PS analyzed the data, and wrote the manuscript. CKZ, JGS, ZPQ, XSH, XW, NS,
and ZJG collected the data. JHZ and MH edited, revised the manuscript, and approved the �nal version of the
manuscript. All authors contributed to the article and approved the submitted version.

Funding The work was supported by the National Key Research and Development Program of China (Grant
No. 2018YFC1801204).

Data availability and material Anonymised study data are available via the corresponding author. The CTD
dabates that support the fndings of this study are openly available (see the Materials and methods section
for the details)(Davis et al., 2021)

Con�ict of interest The authors have no con�icts of interest to declare that are relevant to the content of this
article, neither do they have any relevant �nancial or non-�nancial interests to disclose.

Consent to participate Participants signed an informed consent form prior to participation in the study. 

Consent for publication Participants signed consent for publication of the study.

Ethical approval The studies involving human participants were reviewed and approved by the ethics
committee of the China Medical University. The participants provided their written informed consent to
participate in this study.

References
1. Afridi, H. I., Kazi, T. G., Kazi, N., Jamali, M. K., Arain, M. B., Jalbani, N.,.. . Sarfraz, R. A. (2008). Evaluation

of status of toxic metals in biological samples of diabetes mellitus patients. Diabetes Res Clin Pract,
80(2), 280–288. https://doi.org/10.1016/j.diabres.2007.12.021

2. Akbaraly, T. N., Arnaud, J., Rayman, M. P., Hininger-Favier, I., Roussel, A. M., Berr, C., & Fontbonne, A.
(2010). Plasma selenium and risk of dysglycemia in an elderly French population: results from the
prospective Epidemiology of Vascular Ageing Study. Nutr Metab (Lond), 7, 21.
https://doi.org/10.1186/1743-7075-7-21

3. Alberti, K. G., & Zimmet, P. Z. (1998). De�nition, diagnosis and classi�cation of diabetes mellitus and its
complications. Part 1: diagnosis and classi�cation of diabetes mellitus provisional report of a WHO
consultation. Diabet Med, 15(7), 539–553. https://doi.org/10.1002/(sici)1096-
9136(199807)15:7<539::Aid-dia668>3.0.Co;2-s

4. Aschner, P., Karuranga, S., James, S., Simmons, D., Basit, A., Shaw, J.,.. . Saeedi, P. (2021). The
International Diabetes Federation's guide for diabetes epidemiological studies. Diabetes research and
clinical practice, 172, 108630. https://doi.org/10.1016/j.diabres.2020.108630

5. Bai, L., Liu, R., Wang, R., Xin, Y., Wu, Z., Ba, Y.,.. . Huang, H. (2021). Attenuation of Pb-induced Aβ
generation and autophagic dysfunction via activation of SIRT1: Neuroprotective properties of resveratrol.
Ecotoxicol Environ Saf, 222, 112511. https://doi.org/10.1016/j.ecoenv.2021.112511

�. Bardou, P., Mariette, J., Escudié, F., Djemiel, C., & Klopp, C. (2014). jvenn: an interactive Venn diagram
viewer. BMC Bioinformatics, 15(1), 293. https://doi.org/10.1186/1471-2105-15-293



Page 16/22

7. Beier, E. E., Inzana, J. A., Sheu, T. J., Shu, L., Puzas, J. E., & Mooney, R. A. (2015). Effects of Combined
Exposure to Lead and High-Fat Diet on Bone Quality in Juvenile Male Mice. Environ Health Perspect,
123(10), 935–943. https://doi.org/10.1289/ehp.1408581

�. Burk, R. F., & Hill, K. E. (2005). Selenoprotein P: an extracellular protein with unique physical
characteristics and a role in selenium homeostasis. Annu Rev Nutr, 25, 215–235.
https://doi.org/10.1146/annurev.nutr.24.012003.132120

9. Cao, B., Fang, C., Peng, X., Li, X., Hu, X., Xiang, P.,.. . Liu, L. (2021). U-shaped association between plasma
cobalt levels and type 2 diabetes. Chemosphere, 267, 129224.
https://doi.org/10.1016/j.chemosphere.2020.129224

10. Chen, Y., Huang, H., He, X., Duan, W., & Mo, X. (2021). Sex differences in the link between blood cobalt
concentrations and insulin resistance in adults without diabetes. Environ Health Prev Med, 26(1), 42.
https://doi.org/10.1186/s12199-021-00966-w

11. Chin, C. H., Chen, S. H., Wu, H. H., Ho, C. W., Ko, M. T., & Lin, C. Y. (2014). cytoHubba: identifying hub
objects and sub-networks from complex interactome. BMC Syst Biol, 8 Suppl 4(Suppl 4), S11.
https://doi.org/10.1186/1752-0509-8-s4-s11

12. Choe, S., Huh, J., Hwang, I., Kim, J., & Kim, J. (2016). Adipose Tissue Remodeling: Its Role in Energy
Metabolism and Metabolic Disorders. Frontiers in Endocrinology, 7, 30.
https://doi.org/10.3389/fendo.2016.00030

13. Cockerill, G., Rye, K., Gamble, J., Vadas, M., & Barter, P. (1995). High-density lipoproteins inhibit cytokine-
induced expression of endothelial cell adhesion molecules. Arteriosclerosis, thrombosis, and vascular
biology, 15(11), 1987–1994. https://doi.org/10.1161/01.atv.15.11.1987

14. D'Elia, L., Strazzullo, P., Iacone, R., Russo, O., & Galletti, F. (2019). Leptin levels predict the development of
insulin resistance in a sample of adult men-The Olivetti Heart Study. Nutrition, metabolism, and
cardiovascular diseases: NMCD, 29(1), 39–44. https://doi.org/10.1016/j.numecd.2018.10.003

15. Davis, M. B., Jarvie, J., Gambahaya, E., Lindenfeld, J., & Kao, D. (2021). Risk Prediction for Peripartum
Cardiomyopathy in Delivering Mothers: A Validated Risk Model: PPCM Risk Prediction Model. J Card Fail,
27(2), 159–167. https://doi.org/10.1016/j.cardfail.2020.12.022

1�. Feng, W., Cui, X., Liu, B., Liu, C., Xiao, Y., Lu, W.,.. . Wu, T. (2015). Association of urinary metal pro�les with
altered glucose levels and diabetes risk: a population-based study in China. PLoS One, 10(4), e0123742.
https://doi.org/10.1371/journal.pone.0123742

17. González-Montaña, J. R., Escalera-Valente, F., Alonso, A. J., Lomillos, J. M., Robles, R., & Alonso, M. E.
(2020). Relationship between Vitamin B12 and Cobalt Metabolism in Domestic Ruminant: An Update.
Animals (Basel), 10(10). https://doi.org/10.3390/ani10101855

1�. Guo, J., Pu, Y., Zhong, L., Wang, K., Duan, X., & Chen, D. (2021). Lead impaired immune function and
tissue integrity in yellow cat�sh (Peltobargus fulvidraco) by mediating oxidative stress, in�ammatory
response and apoptosis. Ecotoxicol Environ Saf, 226, 112857.
https://doi.org/10.1016/j.ecoenv.2021.112857

19. Hsu, L. A., Ko, Y. L., Wu, S., Teng, M. S., Chou, H. H., Chang, C. J., & Chang, P. Y. (2009). Association of
soluble intercellular adhesion molecule-1 with insulin resistance and metabolic syndrome in Taiwanese.



Page 17/22

Metabolism, 58(7), 983–988. https://doi.org/10.1016/j.metabol.2009.02.021

20. Hu, F., Zhang, Y., Qin, P., Zhao, Y., Liu, D., Zhou, Q.,.. . Hu, D. (2021). Integrated analysis of probability of
type 2 diabetes mellitus with polymorphisms and methylation of KCNQ1 gene: a nested case-control
study. Journal of Diabetes. https://doi.org/10.1111/1753-0407.13212

21. Ji, J. H., Jin, M. H., Kang, J. H., Lee, S. I., Lee, S., Kim, S. H., & Oh, S. Y. (2021). Relationship between heavy
metal exposure and type 2 diabetes: a large-scale retrospective cohort study using occupational health
examinations. BMJ Open, 11(3), e039541. https://doi.org/10.1136/bmjopen-2020-039541

22. Kanehisa, M., & Goto, S. (2000). KEGG: kyoto encyclopedia of genes and genomes. Nucleic Acids Res,
28(1), 27–30. https://doi.org/10.1093/nar/28.1.27

23. Kent, J. W., Jr., Comuzzie, A. G., Mahaney, M. C., Almasy, L., Rainwater, D. L., VandeBerg, J. L.,.. . Blangero,
J. (2004). Intercellular adhesion molecule-1 concentration is genetically correlated with insulin
resistance, obesity, and HDL concentration in Mexican Americans. Diabetes, 53(10), 2691–2695.
https://doi.org/10.2337/diabetes.53.10.2691

24. Kershaw, E., & Flier, J. (2004). Adipose tissue as an endocrine organ. The Journal of clinical
endocrinology and metabolism, 89(6), 2548–2556. https://doi.org/10.1210/jc.2004-0395

25. Krishnaveni, G. V., Hill, J. C., Veena, S. R., Bhat, D. S., Wills, A. K., Karat, C. L.,.. . Fall, C. H. (2009). Low
plasma vitamin B12 in pregnancy is associated with gestational 'diabesity' and later diabetes.
Diabetologia, 52(11), 2350–2358. https://doi.org/10.1007/s00125-009-1499-0

2�. Kryukov, G. V., Castellano, S., Novoselov, S. V., Lobanov, A. V., Zehtab, O., Guigó, R., & Gladyshev, V. N.
(2003). Characterization of mammalian selenoproteomes. Science, 300(5624), 1439–1443.
https://doi.org/10.1126/science.1083516

27. Li, Z., Li, X., Ju, W., Wu, G., Yang, X., Fu, X., & Gao, X. (2018). High serum selenium levels are associated
with impaired fasting glucose and elevated fasting serum glucose in Linyi, China. J Trace Elem Med Biol,
45, 64–69. https://doi.org/10.1016/j.jtemb.2017.09.023

2�. Lv, Y., Wei, Y., Zhou, J., Xue, K., Guo, Y., Liu, Y.,.. . Shi, X. (2021). Human biomonitoring of toxic and
essential metals in younger elderly, octogenarians, nonagenarians and centenarians: Analysis of the
Healthy Ageing and Biomarkers Cohort Study (HABCS) in China. Environment International, 156, 106717.
https://doi.org/10.1016/j.envint.2021.106717

29. Misra, B. B., & Misra, A. (2020). The chemical exposome of type 2 diabetes mellitus: Opportunities and
challenges in the omics era. Diabetes & metabolic syndrome, 14(1), 23–38.
https://doi.org/10.1016/j.dsx.2019.12.001

30. Misu, H., Takamura, T., Takayama, H., Hayashi, H., Matsuzawa-Nagata, N., Kurita, S.,.. . Kaneko, S. (2010).
A liver-derived secretory protein, selenoprotein P, causes insulin resistance. Cell Metab, 12(5), 483–495.
https://doi.org/10.1016/j.cmet.2010.09.015

31. Mostafalou, S., Baeeri, M., Bahadar, H., Soltany-Rezaee-Rad, M., Gholami, M., & Abdollahi, M. (2015).
Molecular mechanisms involved in lead induced disruption of hepatic and pancreatic glucose
metabolism. Environmental Toxicology and Pharmacology, 39(1), 16–26.
https://doi.org/10.1016/j.etap.2014.11.001



Page 18/22

32. Muscoli, C., Cuzzocrea, S., Riley, D. P., Zweier, J. L., Thiemermann, C., Wang, Z. Q., & Salvemini, D. (2003).
On the selectivity of superoxide dismutase mimetics and its importance in pharmacological studies. Br J
Pharmacol, 140(3), 445–460. https://doi.org/10.1038/sj.bjp.0705430

33. Nomura, Y., Okamoto, S., Sakamoto, M., Feng, Z., & Nakamura, T. (2005). Effect of cobalt on the liver
glycogen content in the streptozotocin-induced diabetic rats. Mol Cell Biochem, 277(1–2), 127–130.
https://doi.org/10.1007/s11010-005-5777-y

34. Pardo, P. S., & Boriek, A. M. (2020). SIRT1 Regulation in Ageing and Obesity. Mech Ageing Dev, 188,
111249. https://doi.org/10.1016/j.mad.2020.111249

35. Peana, M., Pelucelli, A., Medici, S., Cappai, R., Nurchi, V., & Zoroddu, M. (2021). Metal Toxicity and
Speciation: A Review. Current Medicinal Chemistry.
https://doi.org/10.2174/0929867328666210324161205

3�. Rizzo, G., Laganà, A. S., Rapisarda, A. M., La Ferrera, G. M., Buscema, M., Rossetti, P.,.. . Vitale, S. G.
(2016). Vitamin B12 among Vegetarians: Status, Assessment and Supplementation. Nutrients, 8(12).
https://doi.org/10.3390/nu8120767

37. Saeedi, P., Petersohn, I., Salpea, P., Malanda, B., Karuranga, S., Unwin, N.,.. . Williams, R. (2019). Global
and regional diabetes prevalence estimates for 2019 and projections for 2030 and 2045: Results from
the International Diabetes Federation Diabetes Atlas, 9(th) edition. Diabetes Res Clin Pract, 157, 107843.
https://doi.org/10.1016/j.diabres.2019.107843

3�. Saito, Y., & Takahashi, K. (2002). Characterization of selenoprotein P as a selenium supply protein. Eur J
Biochem, 269(22), 5746–5751. https://doi.org/10.1046/j.1432-1033.2002.03298.x

39. Saker, F., Ybarra, J., Leahy, P., Hanson, R. W., Kalhan, S. C., & Ismail-Beigi, F. (1998). Glycemia-lowering
effect of cobalt chloride in the diabetic rat: role of decreased gluconeogenesis. Am J Physiol, 274(6),
E984-991. https://doi.org/10.1152/ajpendo.1998.274.6.E984

40. Serdar, M. A., Bakir, F., Haşimi, A., Celik, T., Akin, O., Kenar, L.,.. . Yildirimkaya, M. (2009). Trace and toxic
element patterns in nonsmoker patients with noninsulin-dependent diabetes mellitus, impaired glucose
tolerance, and fasting glucose. Int J Diabetes Dev Ctries, 29(1), 35–40. https://doi.org/10.4103/0973-
3930.50713

41. Shannon, P., Markiel, A., Ozier, O., Baliga, N. S., Wang, J. T., Ramage, D.,.. . Ideker, T. (2003). Cytoscape: a
software environment for integrated models of biomolecular interaction networks. Genome Res, 13(11),
2498–2504. https://doi.org/10.1101/gr.1239303

42. Shi, P., Yan, H., Fan, X., & Xi, S. (2021). A benchmark dose analysis for urinary cadmium and type 2
diabetes mellitus. Environ Pollut, 273, 116519. https://doi.org/10.1016/j.envpol.2021.116519

43. Szklarczyk, D., Gable, A. L., Lyon, D., Junge, A., Wyder, S., Huerta-Cepas, J.,.. . Mering, C. V. (2019). STRING
v11: protein-protein association networks with increased coverage, supporting functional discovery in
genome-wide experimental datasets. Nucleic Acids Res, 47(D1), D607-d613.
https://doi.org/10.1093/nar/gky1131

44. Tyrrell, J. B., Ha�da, S., Stemmer, P., Adhami, A., & Leff, T. (2017). Lead (Pb) exposure promotes diabetes
in obese rodents. J Trace Elem Med Biol, 39, 221–226. https://doi.org/10.1016/j.jtemb.2016.10.007



Page 19/22

45. Vora, D., Rosenbloom, C., Beaudet, A., & Cottingham, R. (1994). Polymorphisms and linkage analysis for
ICAM-1 and the selectin gene cluster. Genomics, 21(3), 473–477.
https://doi.org/10.1006/geno.1994.1303

4�. Willett, W. (2002). Balancing life-style and genomics research for disease prevention. Science (New York,
N.Y.), 296(5568), 695–698. https://doi.org/10.1126/science.1071055

47. Yajnik, C. S., Deshpande, S. S., Jackson, A. A., Refsum, H., Rao, S., Fisher, D. J.,.. . Fall, C. H. (2008).
Vitamin B12 and folate concentrations during pregnancy and insulin resistance in the offspring: the
Pune Maternal Nutrition Study. Diabetologia, 51(1), 29–38. https://doi.org/10.1007/s00125-007-0793-y

4�. Yao, X., Steven Xu, X., Yang, Y., Zhu, Z., Zhu, Z., Tao, F., & Yuan, M. (2021). Strati�cation of population in
NHANES 2009–2014 based on exposure pattern of lead, cadmium, mercury, and arsenic and their
association with cardiovascular, renal and respiratory outcomes. Environ Int, 149, 106410.
https://doi.org/10.1016/j.envint.2021.106410

49. Ybarra, J., Behrooz, A., Gabriel, A., Koseoglu, M. H., & Ismail-Beigi, F. (1997). Glycemia-lowering effect of
cobalt chloride in the diabetic rat: increased GLUT1 mRNA expression. Mol Cell Endocrinol, 133(2), 151–
160. https://doi.org/10.1016/s0303-7207(97)00162-7

50. Yu, G., Wang, L. G., Han, Y., & He, Q. Y. (2012). clusterPro�ler: an R package for comparing biological
themes among gene clusters. Omics, 16(5), 284–287. https://doi.org/10.1089/omi.2011.0118

51. Zhai, L., Ballinger, S. W., & Messina, J. L. (2011). Role of reactive oxygen species in injury-induced insulin
resistance. Mol Endocrinol, 25(3), 492–502. https://doi.org/10.1210/me.2010-0224

52. Zhang, L., Bo, J., Chen, W., Li, S., Wang, Y., Yan, L.,.. . Zhang, Y. (2021). The Role of Nrf2 on the Cognitive
Dysfunction of High-fat Diet Mice Following Lead Exposure. Biol Trace Elem Res, 199(6), 2247–2258.
https://doi.org/10.1007/s12011-020-02346-x

53. Zhou, Q., Guo, W., Jia, Y., & Xu, J. (2019). Serum and Urinary Selenium Status in Patients with the Pre-
diabetes and Diabetes in Northeast China. Biol Trace Elem Res, 191(1), 61–69.
https://doi.org/10.1007/s12011-018-1604-7

Figures



Page 20/22

Figure 1

Flow chart of the inclusion of participants.
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Figure 2

(A) PPI network diagram of target genes. (B)GO enrichment analyses of putative target genes. (C) KEGG
pathway analysis of putative target genes. (D) Venn diagram of intersecting common genes identi�ed by
differential genes from six algorithms. (E) PPI network diagram of screened genes shared in the six
algorithms datasets.(F) Combined genetic co-expression detected by the STRING database. Correlated gene
were displayed with co-expression score. Color intensity re�ect the reliability of co-expression. Co-expression
of SOD2 and ICAM1was found (score=0.179).
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