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Abstract
OBJECTIVE: To study the clinical characteristics of patients infected with the 2019 severe acute
respiratory syndrome coronavirus 2 (SARS-Cov-2) responsible for coronavirus disease (COVID-2019).

METHODS: Data were collected from 20 patients admitted to the Pidu District People’s Hospital in
Chengdu from January 26, 2020 to March 1, 2020 with laboratory-con�rmed SARS-Cov-2 infection.
Clinical data were collected using the World Health Organization (WHO) nCoV CASE RECORDFORM
Version 1.2 28JAN2020, which includes parameters such as: temperature, epidemiological
characteristics, social network, history of exposure, and incubation period. If information was unclear, the
team reviewed the original data and contacted patients directly if necessary.

RESULTS: The median age of the 20 COVID-19 infected patients studied was 42.5 years. In this cohort,
four patients became severely ill and one deteriorated rapidly during treatment. This patient was
transferred to another medical center with an intensive care unit (ICU) for treatment. This patient died
after admission to the ICU. Two of the twenty patients remained positive SARS-Cov-2 more than three
weeks, and they were quarantined in a medical facility without medication. According to our analysis, all
of the studied cases were infected by human-to-human transmission due to the lack of protective
measures; transmission through contact within families requires con�rmation. The most common
symptoms at onset of illness were fever in 13 (65%) patients, cough in 9 (45%), headache in 3 (15%),
fatigue in 6 (30%), diarrhea in 3 (15%), and abdominal pain in 2 (10%). Six patients (30%) developed
shortness of breath upon admission. The median time from exposure to onset of illness was 6.5 days
(interquartile range 3.25–9 days), and from the onset of symptoms to �rst hospital admission was 3.5
(1.25–7) days.

CONCLUSION: Compared with patients infected with SARS-Cov-2 in Wuhan (up to the end of February
2020), the symptoms of patients in one hospital in Chengdu, Sichuan Province, were relatively mild and
patients were discharged from the hospital after only a short stay. However, the fasting blood glucose of
the infected individuals was found to be slightly elevated because of the state of emergency. The
dynamic changes in lymphocyte levels can predict disease status of COVID-19. They are also suggestive
of changes in mean platelet volume during disease progression. This suggests that the patients had mild
cases of COVID-19. However, because there is no effective drug treatment for COVID-19, it is important to
detect and identify severe cases from mild cases early.

Introduction
Over the past few decades, there has been a series of respiratory infections caused by emerging viruses,
which originated in animals. These viruses—severe respiratory syndrome coronavirus (SARS-CoV), Middle
East respiratory syndrome coronavirus (MERS-CoV), and pandemic in�uenza A (H1N1)—have reached
epidemic levels by crossing species barriers. The result has been thousands of human infections and
hundreds of deaths1. Currently, a mysterious outbreak of atypical pneumonia in late 2019 was traced to a
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seafood wholesale market in Wuhan, China. Within a few weeks, a novel coronavirus, SARS-CoV-2, was
announced by the World Health Organization (WHO)2. SARS-CoV-2 is responsible for the outbreak of
Coronavirus Disease 2019 (COVID-19).

At the early stages of the outbreak, samples from �ve patients were submitted for full-length genome
sequencing. Patient results that were almost identical to each other were identi�ed as SARS-CoV-2, which
is 96% identical at the whole-genome level to a bat coronavirus3. There is a worldwide concern about
SARS-CoV-2 as a global public health threat4. On January 30, 2020, the WHO declared COVID-19 as the
sixth public health emergency of international concern. SARS-CoV-2 is spread by human-to-human
transmission via droplets or direct contact.5 As of March 1, 2020, there are 79,972 con�rmed COVID-19
cases (including 7,365 severe cases) and 2,873 deaths in China. In other countries, there are 7,651
con�rmed COVID-19 cases and 118 deaths.

Economists estimate that, without urgent global actions to curtail the Wuhan SARS-CoV-2 within the
shortest possible time, China is expected to lose up to $62 billion in the �rst quarter of the year, while the
world is likely to lose over $280 billion within the same period7. To control COVID-19, effective prevention
and control measurements must include early detection, diagnosis, treatment, and quarantine in order to
block human-to-human transmission as well as reduce secondary infections among close contacts and
health care workers8. The local government restricted the import of patients from other provinces and the
diffusion of patients internally. In Chengdu, China, 187 medical institutions were designated for the
treatment of SARS-CoV-2.

This study was carried out in Pidu District People’s Hospital, and it describes the clinical characteristics
and laboratory �ndings of patients in Sichuan Province infected with SARS-Cov-2 to provide insight into
the prevention and treatment of COVID-19. In the early stages of the outbreak, the clinical and
epidemiological characteristics of COVID-19 were mainly introduced in severe patients in Wuhan9, but
many mild cases can become severe or critical. SARS-Cov-2 will lead to severe infection and death if
patients are not identi�ed early enough in the mild stages of the disease.

Methods
Data sources

The working group conducted a retrospective study focusing on the clinical characteristics of con�rmed
cases of COVID-19 at the Pidu District People’s Hospital in Chengdu from January 26, 2020 to March 1,
2020. Since the outbreak of COVID-19 in Wuhan, China, strict precautionary measures have been
implemented in Sichuan Province, including the creation of fever clinics that exclusively receive patients
with suspected SARS-Cov-2 infection, de�ned as presenting with a fever, or any respiratory symptoms,
including dry cough, especially those with a history of travel to Wuhan or exposure to infected people
within two weeks before symptom onset. Case de�nitions of con�rmed human infection with SARS-Cov-2
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are in accordance with the interim guidance from the WHO. An Ingenuity CT scanner (Philips (China) Co.
Ltd.) was used and set at 210 mA and 120 kV, with the minimum slice thickness of 1 mm.

Only the patients with a laboratory-con�rmed infection were enrolled in this study. The working group
collected data on 20 patients admitted to the hospital with laboratory-con�rmed SARS-Cov-2 infection.
Some patients came directly from Pidu District People’s Hospital, while other patients were transferred to
other medical institutions for treatment by the working group of COVID-19 prevention and control in
Chengdu. All of the patients were con�rmed as COVID-19-positive. Information was collected on dates of
illness onset, visits to clinical facilities, and hospital admissions. Epidemiological data were collected
through brief interviews with each patient. Several doctors interviewed each patient to collect exposure
histories during the two weeks before illness onset or after the outbreak of COVID-19 in Wuhan, including
the dates and times of close contact (gathering, living, or working together) with individuals from Wuhan
with con�rmed or suspected SARS-Cov-2 infection. Physicians also investigated the social network of the
patient, including family social network, friend social network, and colleague social network.

The working group extracted the medical records of patients using WHO nCov CASE RECORD FORM and
self-made scale. A team of doctors who had been treating patients with COVID-19 collected and reviewed
the data. The design of the study process was based on the Chinese national diagnosis and treatment
plan without any intervention measures, concern about privacy of patients, informed patients of speci�c
rules, and conducted with the informed consent of patients. All of the information on the content of the
study shall be kept by a special person for inspection, if necessary. Due to the urgent need to collect data
on this emerging pathogen. Using a standardized case report form to collect clinical data according to
design requirements, the working group contacted the doctor responsible for the treatment of the patient
for clari�cation if the information was unclear.

 

Laboratory con�rmation and treatment

Throat swab specimens were collected from all of the patients before entering the isolation ward and
tested by real-time polymerase chain reaction (RT-PCR) for SARS-Cov-2 RNA. Virus detection was
repeated twice with at least a 24-hour interval. Throat swab specimens of patient were negative. The
patient remained under observation if undiagnosed or returned home for self-monitoring. The patients
were admitted to an isolation ward for treatment if they are diagnosed with COVID-19 at a designated
facility, or transferred to a designated medical institution. All 20 of the patients in this study came from
isolation wards in designated medical institutions.

Laboratory tests were conducted at admission, including a complete blood count, serum biochemistry,
and identi�cation of other respiratory pathogens, such as in�uenza A, in�uenza B, and nine infectious
markers. Early antiviral treatment could alleviate disease severity and prevent illness progression.
Lopinavir/ritonavir combined with arbidol showed anti-viral effects in COVID-19. Most patients received
anti-viral treatment with interferon alpha inhalation (50 μg twice daily), lopinavir and ritonavir (400 mg
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twice daily and 100 mg twice daily, respectively), and arbidol (200 mg twice daily) according to the
treatment plan. Oral Benadol (400 mg once daily) was administered if the patient’s fever lasted for more
than three days. The patient was treated with montmorillonite powder for diarrhea. Patients were also
treated with integrated Chinese medicine to promote disease rehabilitation. Patients with mild disease
symptoms were treated as described above. Patients suspected of being infected with SARS-Cov-2 were
discharged from the hospital once the results of two RT-PCR reaction tests taken with 24-hour interval
were negative for SARS-Cov-2 antigens.

Statistical analysis

As a previous study has shown that COVID-19 is a self-limited disease and patients generally recover
gradually after treatment, the working group collected clinical indicators three times. The �rst time was
one day after admission, the second time was three days after admission, and the third time was �ve
days after admission. Continuous variables were represented as either mean and standard deviations or
median with interquartile ranges. For categorical variables, the team calculated the percentages of
patients in each category. All of the analyses were done with SPSS software, version 17.0.

Patient and public involvement

This was a retrospective case series study and no patients were involved in the study design, research
questions or outcome measures directly. Also, there were no controls or interventions for patients. No
patients were asked to advise on interpretation or writing up the results.

Results
Epidemiological characteristics

On March 1, 2020, clinical data were collected on 20 patients with laboratory-con�rmed SARS-Cov-2
infection in Sichuan Province. Nine (45%) patients were between 20–39 years of age, seven (35%) cases
were between 40–59 years, and four (20%) were aged 60 years or older. The median age was 42.5 years
(IQR 29.75–50.25). Half of the patients (50%) were men. No patients had a history of exposure to the
Huanan seafood market and all 20 of the patients were exposed to individuals with con�rmed SARS-Cov-
2 infection. Among the 20 patients, 11 (55%) had a residential history in Wuhan, and the other 9 (45%)
had contact with patients from affected areas before illness onset. Of the 11 patients who resided in
Wuhan, 4 (36.4%) were aged 20–39 years, 5 (45.5%) were aged 40–59 years, and 2 (18.1%) were older
than 60 years. The median age of patients was 43 years (IQR 29–48, Table 1).

Table 1. COVID-19 patient demographic and clinical characteristics in Sichuan Province
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Characteristics Epidemiological History

All patients (n =
20)

Have a residential
history in Wuhan (n =

11)

Made contact with patients
from affected areas (n = 9)

Age (years) (Median, IQR) 42.5 (29.75–
50.25)

43 (29–48) 37 (31–57)

Age groups (n,%)            
  20–39 9 45 4 36.4 5 55.6

  40–59 7 35 5 45.5 2 22.2

  ≥60 4 20 2 18.1 2 22.2

Profession (n,%)            
  Worker 5 25 2 18.2 3 33.3
  Clerk 1 5 1 9.1 0 0
  Office clerk 5 25 3 27.3 2 11.2
  Freelance 5 25 4 36.4 1 11.1
  Other 4 20 1 9.1 3 33.3
Sex (n,%)              
  Male 10 50 6 54.5 4 44.4

  Female 10 50 5 45.5 5 55.6

Underlying diseases 4 20 2 18.2 2 22.2
Familial cluster   4 20 2 9.1 3 33.3
Fever   13 65 8 72.7 5 66.7
Highest temperature (°C) (n,%)            
  <37.3 10 50 4 36.4 6 55.6
  37.3-38.0 4 20 3 27.2 1 11.1

  38.01-39.0 5 25 4 36.4 1 11.1

  >39.0 1 5 0 0 1 11.1

Respiratory rate >20 breaths per min 7 35 4 36.4 3 33.3
Oxygen saturation (%) (Median, IQR) 97 (96–

98.15) 
96.9 (96.0–98.2)  97 (94.1–98.5)

Oxygenation index (Median, IQR) 423.81 (376.9–
451.19) 

429 (395–448)  414 (326–464) 

Cough (n,%)   9 45 4 36.4 5 55.6
Fatigue (n,%)   6 30 4 36.4 2 22.2
Sore throat (n,%) 10 50 7 64.6 3 33.3
Chest tightness (n,%) 2 10 0 0 2 22.2
Headache (n,%) 3 15 3 27.3 0 0
Diarrhea (n,%) 3 15 0 0 3 33.3
Abdominal pain (n,%) 2 10 0 0 2 22.2
Number of lesion sites in chest CT (n,%)            
  Single 3 15 0 0 3 33.3
  More than one 17 85 11 100 6 66.7
Incubation time (days) (Median, IQR) 6.5 (3.25–

9.0)
6 (3–8) 8 (5.5–10.5)

Time from illness onset to first hospital
admission (days) (Median, IQR)

3.5 (1.25 -
7)

3 (1–4) 6 (2–7.5)

Number of close contacts (Median, IQR) 3 (2–4) 3 (2–4) 4 (2– 4.5)
Number of confirmed infections
(Median, IQR)

1 (1–2) 1  (1–1) 2 (1.5–2)

hospital stays (days) (Median, IQR)  14 (5.25–
19.75)

15 (9–21) 11 (2.5–18.5)

Hospital type              
Transferred to the hospital (n,%) 16 80 8 72.7 8 88.9
Direct to the hospital (n,%) 4 20 3 27.3 1 11.1
Prognosis of disease            
  Recovery (n,%) 16 80 10 90 6 66.7

http://dict.youdao.com/w/hospital%20stays/#keyfrom=E2Ctranslation
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Transfer to superior medical
institutions (n,%)

4 20 1 9.1 3 33.3

IQR: Interquartile range

Clinical features

In our cohort, four patients (20%) had underlying diseases; two (10%) had lung cancer, one (5%) had
scleroderma and diabetes, and one (5%) had diabetes and hypertension. Familial aggregation was
present in 4 of 20 patients (20%). All of the patients were able to provide the exact date of close contact
with con�rmed or suspected COVID-19 cases. The median incubation period from exposure to symptoms
onset was 6.5 days (IQR 3.25–9). The median time from onset of symptoms to �rst hospital admission
was 3.5 days (IQR 1.25–7). The median time for hospital stays was 14 days (IQR 5.25–19.75). The most
common symptoms at illness onset were fever (13, 65%), cough (9, 45%), fatigue (6, 30%), sore throat (10,
50%), chest tightness (2, 10%), headache (3, 15%), diarrhea (3, 15%), and abdominal pain (2, 10%). Seven
(35%) patients developed shortness of breath.

Of the 11 patients with a residential history of Wuhan, two (18.2%) had underlying diseases: one patient
had diabetes (9.1%) and one patient had lung cancer (9.1%). The median incubation period from
exposure to symptoms in this sub-cohort was six days (IQR 3–8). The median time from onset of
symptoms to �rst hospital admission was three days (IQR 1–4). The median time of hospital stays was
15 days (IQR 9–21). The most common symptoms at illness onset were fever (8, 72.7%), cough (4,
36.4%), fatigue (4, 36.4%), sore throat (7, 63.6%), and headache (3, 15%); four (36.4%) patients developed
shortness of breath.

On admission, the blood counts of the two (10%) patients showed leucopenia (white blood cell count < 4
× 109/L) and eight (40%) showed lymphopenia (lymphocyte count < 0.8 × 109/L; Table 2) across the
entire cohort. The D-dimer levels were within normal range median 0.345 mg/L (IQR 0.185–0.55mg/L).
Levels of aspartate aminotransferase increased in two (10%) patients. Levels of fasting plasma glucose
increased in 10 (50%). Over half the patients (82.4%) had normal serum levels of procalcitonin (< 0.1
ng/mL). Abnormalities on chest computed tomograms or radiographs were detected among all of the
patients. Seventeen (85%) patients showed more than one lesion site in chest radiographs (Table 1).
Typical chest computed tomography �ndings of infected patients on admission were bilateral or multiple
lobular or subsegmental.

In the de�ned cohort, four patients were transferred to superior medical institutions, one of them was sent
into the ICU for acute respiratory distress syndrome and received mechanical ventilation, but the patient
expired one day later. Two patients were transferred to an isolation unit because their RT-PCR results
remained positive on (Table 1). Of the 20 patients, 16 (80%) were discharged and none died. Two (10%)
patients remain quarantined in a medical facility up to now. Discharge standard was based on abatement
of fever for at least three days, two negative tests 20 hours apart from pharynx swab nucleic acid,
improved evidence on chest radiography, and viral clearance in samples from the lower respiratory tract.

http://dict.youdao.com/w/hospital%20stays/#keyfrom=E2Ctranslation
http://dict.youdao.com/w/hospital%20stays/#keyfrom=E2Ctranslation
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Table 2. Laboratory and chest radiography findings in 20 COVID-19 patients in Sichuan Province
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Number of patients tested in different time and patients within
normal range 

Normal
range

 

n, The first test
 

n, the second test
 

n, the third test
   

cell count
, IQR)

20 5.77 (4.36–
7.33)

18 5.32 (3.84–
5.99) 

16 5.55 (4.75–
7.34) 

4–10

cell count                    

< 4   2 10   5 27.8   3 18.8  

4 - 10   16 80   13 72.2   12 75  

> 10   2 10   0 0   1 6.2  

t (×109/L) 20 4.15 (3.06–
5.59)

18 3.27 (2.55–
4.06)

16 3.13 (2.84–
5.15)

2–7

nt (×109/L) 20 0.94 (0.59–
1.41)

18 0.99 (0.81–
1.56)

16 1.29 (0.95–
1.77)

0.8–4

nt (×109/L)                    

< 0.8   8 40   4 22.2   2 12.5  

≥ 0.8   12 60   14 77.8   14 87.5  

(×109/L) 20 173.5   (149.25–
 201.75)

18 184  (151.25–
 216)

16 224 (183.75–
 281.75)

100–300

nt                      

< 100   1 5   1 5.6   0 0  

100 -
300

  16 80   16 88.8   14 87.5  

> 300   3 15   1 5.6   2 22.5  

an platelet
QR)

17 0.5 (0.35–0.8) 16 1 (0.2–
1.7) 

15 0.1 (-0.8–
1.0)

 

(Median, 14 0.345 (0.185–
0.55) 

13 0.34 (0.17–
0.815)

11 0.33 (0.14–
0.52)

0–0.55

nspeptidase
R)

20 20.5 (15.25–
32.5) 

18 20 (13–
33.5)

17 22 (17.5–
33.5)

7–45

otransferase
R)

20 16.5 (13–
32.25)

18 19 (12–
43.5)

17 22 (17.5–
46)

7–40

otransferase
R)

20 25 (20.25–
32)

18 30.5 (20.74–
41.5)

17 24 (19.5–
39)

13–35

otransferase                    

< 40   17 85   13 72.2   13 76.5  

≥ 40   3 15   5 27.8   4 23.5  

c-reactive
QR)

20 6.49 (1.22–
2.27)

16 8.11 (0.46–
16.84)

16 3.2 (0.43–
12.21)

0–6

a glucose
, IQR)

20 6.7 (5.56–
 9.63)

17 6.2 (4.98–
9.15)

16 7.4 (5.13–
9.18)

3.89–6.11

a glucose                    

< 7.0   10 50   11 64.71   7 43.75  

≥ 7.0   10 50   6 35.29   9 56.25  

en (mmol/L) 20 3.78 (3.33–4.6) 18 3.07 (2.6–3.8) 16 3.9 (2.9–
4.25)

2.6–7.5

L) (Median, 20 58.15 (50.93–
77.3)

18 62.5 (50–
82.75)

16 67 (54.5–
94)

44–106

se (U/L) 20 62 (43.75–
112.5)

18 44.5 (34–
82.25)

16 37 (27–
 65.5)

40–200

osphokinase
 (Median,

20 12.75 (11–
14.93)

18 9.75 (8.68–
14.1)

16 10 (7.05–
13.4)

0–24

enase (U/L) 20 234.5 (204– 18 21.5 (182.75– 17 195 (178.5– 120–250
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335.5)  262.25) 244)
enase (U/L)                    

≤ 250   11 55   13 72.2   13 76.5  

> 250   9 45   5 27.8   4 23.5  

(ng/mL) 17 0.1 (0.03–0.1) 9 0.1 (0.07–
0.2)

7 0.1 (0.09–
 0.13)

0–0.05

mL) (n,%)                    
< 0.1   14 82.4   6 66.6   5 71.4  

≥ 0.1  3 17.6  3 33.4   2 28.6  

IQR: Interquartile range

Discussion
As of April 2, 2020, more than 82,722 laboratory con�rmed cases of infection with COVID-19 were
reported in China. The increasing number of infections is slowing down. However, it is rapidly increasing
in other countries. There are 851,537 laboratory-con�rmed cases of infection with COVID-19 in more than
200 districts. It is possible that an even greater number of infected patients exist without a diagnosis
because their symptoms were less severe and the incubation period is rather long. Only eighty tens of
thousands of patients with suspected SARS-Cov-2 infection could eventually receive a diagnosis.

The clinical features of early cases of COVID-19 in Wuhan were not the same as those in other areas of
China. According to the data, none of the infected patients in designated medical institutions in Sichuan
Province had been exposed to the Huanan seafood market, but most of them lived in Wuhan before the
onset of the disease, or they had contact history with people who came back from Wuhan recently. Most
infected patients in our study had the same familial cluster, which could be indirect evidence of
transmission by contact. It may also suggest human-to-human transmission. At the same time, it is
important to be aware of other means of transmission. The SARS-Cov-2 virus was found in anal swabs
and blood as well. This suggests shedding and thereby transmission through the oral-fecal route10.
Doctors tried to �nd out whether familial aggregation is related to this path of contact transmission, but
there was no de�nitive answer.

It is easy to spread of the disease if protective measures are not taken in the daily life of the patient.
Further detailed investigations should aim to ascertain the exact mode of transmission. It is evident that
the general population needs to be carefully screened for COVID-19 from the pandemic area. People can
effectively stop SARS-Cov-2 from spreading through the respiratory tract by wearing masks properly. It is
important to prevent and control the disease by making sure patients are identi�ed and isolated early.
Then, quarantine is one of the oldest and most effective tools of controlling communicable disease
outbreaks11. We must look at the �ow of patients and close contacting people during the prevention and
control COVID-19.

The patients in this study have two basic characteristics. First, all of the patients had RT-PCR-con�rmed
SARS-Cov-2 RNA results. Second, chest CT scan revealed specks or frosted glass. The team isolated the
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suspected patients if at least one of the two characteristics was present. Some patients can present with
a normal chest �nding despite testing positive for COVID-1912. As a result, many COVID-19 patients will
escape con�rmed diagnosis, and they can infect people in their daily life if they are not isolated. A
combination of repeated swab tests and CT scanning may be helpful for individuals with high clinical
suspicion of SARS-Cov-2 infection but negative on RT-PCR screening13.

In our study, the most common clinical symptoms were fever, cough, fatigue, and chest distress. Some
other symptoms were headache and diarrhea. The laboratory and radiological characteristics were
mainly lymphopenia, increased erythrocyte sedimentation rate, increased C-reactive protein, increased
lactate dehydrogenase, decreased oxygenation index, normal white blood cell count, and bilateral chest
CT involvement. These commonalities have been found in several previous studies14-16.

However, some clinical features have not been previously reported. Fasting blood glucose of the infected
individuals in Sichuan Province was slightly elevated and the glycosylated hemoglobin was normal in the
early stages of the disease. These features can gradually become normal until the patient is cured. This
may have something to do with the in�ammatory response affecting hormonal changes in the body of
the patient, which is in a state of emergency. Patients with stress hyperglycemia had more adverse
clinical outcomes than patients with normoglycemia17. This situation requires us to draw more attention
to patients with SARS-Cov-2 infection. Lymphocyte count of the infected individuals is mostly reduced
before returning to normal. The dynamic changes in lymphocytes can predict  disease status of COVID-
19. Alanine aminotransferase (ALT) and aspartate aminotransferase (AST) were abnormally elevated in
some patients with novel coronavirus infection, but these levels changes less in people with mild illness.
This is consistent with the results of Guan et al.18 Similarly, it is suggestive of changes in mean platelet
volume during disease progression. The result was consistent with previous studies on community-
acquired pneumonia19.

Nevertheless, the working group also found RT-PCR positive patients who had negative chest radiographs,
which showed that the lesions had been absorbed. It is not clear how to control these patients according
to current the discharge standards. In this study, the pharyngeal swabs of two patients remained positive
for a long time and they could not be discharged from the hospital. For these two patients, swabs remain
positive for a long time after the clinical symptoms disappeared. It is also not clear if they were infectious
to the population. This point is also a challenge to the discharge criteria of cured patients. More evidence
needs to be gathered to con�rm this phenomenon in the future.

Limitations of study

This study has several limitations. First, only 20 patients were included. Many patients were continually
being admitted to hospital as data were being collected, and thus we obtained data on most but not all of
the patients with laboratory-con�rmed infection in Sichuan Province during the study period. Second, as
the patients were only from Sichuan Province, the clinical features might differ from clinical features
related to COVID-19 all over the world. Third, the patients were transferred to designated medical
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institutions after being diagnosed by other medical institutions; therefore, there is a certain bias in the
acquisition of clinical data at the initial stage of treatment. Fourth, the patients had mild illness in
designated medical institutions. The patients are transferred to the municipal public health center for
treatment when they suddenly become critically ill; we did not collect clinical data from these patients. All
of these factors could result in biases of clinical observation characteristics. Due to the exploratory
nature of the study, which was not driven by formal hypotheses, the sample size calculation was waived.

Conclusion
Compared with the symptoms of the patients with SARS-Cov-2 infection in Wuhan, patients from Sichuan
Province were relatively mild. Most of them recovered after treatment and left safely from the hospital.
However, the fasting blood glucose of the infected individuals was slightly elevated because of the state
of emergency. The dynamic changes of lymphocytes can predict disease status of COVID-19. It is also
suggestive of changes in mean platelet volume during disease progression. There is no speci�c drug
available to treat COVID-19 and no speci�c vaccine to prevent infection. Therefore, we should adopt a
multi-strategy prevention and control plan to carry out clinical treatment against SARS-Cov-2 infection as
soon as possible.
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