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Abstract
Objective: To compare the epidemiological and clinical characteristics of con�rmed and suspected
corona virus disease 2019 (COVID-19) cases via the process of “triage-screening-isolation-transfer” in the
hospitals of non-epidemic areas.

Methods: The general data, epidemiological history, clinical symptoms, laboratory examination, and chest
computed tomography (CT) imaging characteristics of 38 patients with suspected COVID-19, admitted
between January 21 and March 5, 2020, were analyzed.

Results: According to the results of the novel severe acute respiratory syndrome coronavirus (SARS-CoV-
2) ribonucleic acid (RNA) testing, the patients were divided into study group (RNA positive) and control
group (RNA negative). Ultimately, 8 cases were RNA-positive and diagnosed as CDVID-19, and 30 cases
were negative. Approximately half of the patients in the study group returned to Chongqing from Wuhan;
this number was signi�cantly larger than that of the control group (P<0.05). The number of subjects in
close contact with the con�rmed cases with SARS-CoV-2 RNA-positive and the incidence of aggregation
was signi�cantly larger in the study group than in the control group (both P<0.05). The clinical symptom
of the study group was mainly low fever (with or without cough). The patients with decreased white blood
cells (WBC) in the study group were signi�cantly more than those in the control group (P<0.05). Both
group had reduced lymphocytes (Lym) but the number of patients with increased C-reactive protein (CRP)
in the study group was signi�cantly more than that in the control group (P<0.05). There were different
degrees of chest CT abnormalities in both study and control group (P > 0.05).

Conclusion: The epidemiological investigations in screening for infectious diseases is crucial. The risk of
infection was high from the primary epidemic area and/or in close contact with the con�rmed case. The
most common form of clustering occurrence was family aggregation. CDVID-19 was mainly
characterized by fever and respiratory symptoms, although asymptomatic infection may also occur.
Decreased WBC, decreased Lym, and increased CRP are common characteristics but can also be
combined with other respiratory tract virus infections. COVID 19 screening by chest CT alone had certain
limitations in non- epidemic areas.

Background
In late December 2019, a mass outbreak of unexplained pneumonia was reported in Wuhan, China (1),
which has now become a global epidemic. As of March 21, 2020, comprehensive data from the National
Health Commission, the Center for Disease Control (CDC), and the World Health Organization (WHO) were
released, showing a total of 81,456 con�rmed cases and 3,261 deaths in China. Globally, there have been
275,429 con�rmed cases and 11,397 deaths. On January 7, 2020, China quickly identi�ed the pathogen
as a novel coronavirus (2). On January 12, WHO o�cially named it as “2019 novel coronavirus (2019-
nCoV)” (3). On February 8, the Chinese National Health Commission named the disease caused by this
virus as novel coronavirus pneumonia (NCP). On February 11, WHO changed the name of the disease to
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COVID-19. Consecutively, the Coronaviridae Study Group of the International Committee on Taxonomy of
Viruses renamed the virus as SARS-CoV-2, as it was homologous to the 2003 SARS coronavirus (2-5).
SARS-CoV-2 has been con�rmed to propagate by human-to-human transmission pattern, and the basic
reproduction number (R0) is estimated to be 2.2 according to the early epidemiological survey, which is
greater than that of SARS and Middle East respiratory syndrome (MERS)(6-9). The average incubation
period of COVID-19 is 5–7 days and 14 days is considered as the appropriate medical observation period
(6,10,13).

Introduction
Some researchers (11) established a model based on the comprehensive factors, such as the geographical
location and tra�c �ow of Wuhan, and predicted that Chongqing, with a population of 32 million, could
become the next city with the outbreak of the epidemic after Wuhan if not controlled in time. By March 21,
2020, a total of 576 cases had been con�rmed; of these, 570 had been cured and 6 were deceased.
However, from February 25 to March 21, 2020, no new cases were reported in Chongqing. Recently, all the
con�rmed cases treated in the hospitals of the city have been cleared. Therefore Chongqing did not
become the next Wuhan, there is a long-awaited turning point. Controlling the source of infection, cutting
off the transmission route, and protecting the susceptible people are three important links in the
prevention and control of the epidemic. The Chinese government has taken a series of effective
measures, and front-line medical staff and scientists have played a leading role in responding to the
outbreak of COVID-19.

The outbreak in China is now under control, but the number of cases worldwide is increasing rapidly. After
the SARS outbreak in 2003, China has abundant experience in setting up fever clinics and establishing
outpatient triage strategy, which greatly improves the effectiveness of cutting off the transmission
channels (12). According to the requirements of the overall epidemic planning and the geographical
characteristics, Chongqing had set up four local COVID-19 designated hospitals, while the other non-
designated hospitals undertook the screening of suspected cases. From January 21 to March 5, 2020,
1087 cases of fever were received in the fever clinic of Chongqing Southwest Hospital, and 38 cases with
high suspicion of COVID-19 were screened for observation. By analyzing and summarizing the general
data, clinical symptoms, epidemiology, laboratory examination, imaging, diagnosis, and subsequent
treatment of the 38 cases, the present study sorts out the process of “triage-screening-isolation-transport”
(Fig. 1) and provides experience for the screening of cases in non-epidemic areas.

Materials And Methods
1.1 General data

This retrospective study analyzed the data of 38 cases, consisting of equal number of males and
females, suspected with COVID-19 diagnostic criteria. The age of the youngest patient was 3 years, and
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that of the oldest was 71 years (average: 39.1±14.4-years-old). According to the results of SARS-CoV-2
RNA testing, the patients were divided into study group (RNA positive) and control group (RNA negative).

1.2 Screening process (Fig. 1)

Hospital entrance: Infrared temperature scanner is set up, the distance between people is >1 m with
appropriate protection to reduce the risk of cross-infection. Cases with fever and/or respiratory symptoms
were diverted to the fever clinic.

Fever clinic: Step 1: epidemiological investigation, measurement of body temperature, measurement of
oxygen saturation; Step 2: Based on step 1, it is determined whether blood routine and/or chest CT needs
to be conducted; Step 3: Based on Steps 1 and 2, it is determined whether SARS-CoV-2 RNA should be
tested with �uorescent RT-PCT. While waiting for RNA results, the patients who ful�lled the suspected
diagnostic criteria of COVID-19 were isolated and treated.

1.3 Diagnostic criteria

According to the de�nitions of WHO (https://www.who.int/), CDC (https://www.cdc.gov/), NICE (National
Institute of Health and Clinical Research) award for excellence (https://www.nice.org.uk/), National
Health Commission, PRC (http://www.nhc.gov.cn/), and National Administration of Traditional Chinese
Medicine (http://www.satcm.gov.cn/) (13).

1.3.1 Suspected standard

The diagnosis of suspected COVID-19 cases should meet the following criteria: (1) three clinical criteria;
(2) two clinical standards and one epidemiological standard.

Clinical criteria: (1) fever and/or cough, sore throat, and other respiratory symptoms; (2) Imaging evidence
of pneumonia or acute respiratory distress syndrome; (3) reduced or normal white blood cell count or
reduced Lym count.

Epidemiological criteria: (1) stay or travel in Wuhan or other communities with reported cases within 14
days prior to the onset of symptoms; (2) expose to SARS-CoV-2-infected case (RNA positive) within 14
days before the onset of symptoms;(3) contact with fever and/or respiratory symptoms in Wuhan or other
communities with reported cases within 14 days before the onset of symptoms; (4) there are clustered
cases of the disease.  

1.3.2 Diagnostic criteria

Based on the suspected cases, real-time reverse transcription polymerase chain reaction (RT-PCR) was
used to detect the presence of SARS-CoV-2 in the case samples. Also, next-generation gene sequencing
was applied to con�rm the same (2). The following primers and probe targeted to the envelope gene of
SARS CoV 2 were used: forward primer 5’-ACTTCTTTTTCTTGCTTTCGTGGT-3’; Reverse primer 5’-
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GCAGCAGTACGCACACAATC-3’; Probe 5’CY5-CTAGTTACACTAGCCATCCTTACTGC–3’BHQ1. The
conditions of ampli�cation were as follows: 50 °C for 15 min, 95 °C for 3 min, followed by 45 cycles of 95
°C for 15 s and 60 °C for 30 s (5).

1.4 Observation indicators

General data (gender, age), epidemiological investigation (the history of living or traveling in the epidemic
area, contact history, activity tracking, time of onset, length of stay in hospital), clinical symptoms,
laboratory examination on admission (CRP, WBC, Lym, neutrophils (Neu), alanine aminotransferase (ALT),
creatinine (Cr), glucose (Glu), lactate dehydrogenase (LDH) , procalcitonin (PCT), detection of in�uenza,
avian in�uenza, respiratory syncytial virus, adenovirus, parain�uenza virus, Epstein-Barr virus (EBV)  in
the respiratory specimens), and imaging examination chest CT).

1.5 Statistical methods

SPSS22.0 statistical software was used to analyze the measurement data with the positive distribution. T
or T’ test was used to express the measurement data with mean ± standard deviation (χ̅ ± SD). The
measurement data with uneven variances were measured by the rank-sum test, and expressed by the
median and quartile spacing M (Q25, Q75). χ2 test was used to express the measurement data with the
rate (%). P < 0.05 indicated statistical signi�cance.

1.6 Subsequent treatment

According to the diagnosis and treatment guidelines of COVID-19 (13), if RT-PCR was positive, COVID-19
was con�rmed. According to the condition, 50 µg of recombinant interferon α1b atomized and lopinavir
and tonavir tablets (Aluvia) 500 mg were administered orally, twice daily, and the patient was prepared for
transfer to the designated hospital. If RT-PCR was negative, it was performed again at an interval of more
than 24 h on throat swab, saliva or sputum, and anal swab samples. Patients with more than two times
negative RT-PCR results could be discharged. According to the situation, isolation at home for more than
14 days, or transfer to the corresponding department for the treatment of other diseases was
recommended.

Results
2.1 General data

Of the 38 screened cases, 8 (average age, 43.25 ± 10.6 years) were in the study group, and 30 (average
age 38.03 ± 15.26 years) constituted the control group (P > 0.05, no signi�cant difference was detected in
the age). In the study group comprised of 37.5% (3/8) males and 62.5% (5/8) Females, while the control
group consisted of 53.3% (16/30) males and 46.7% (14/30) females (P > 0.05). The overall onset time of
the symptoms was 3.5 (1.8–5.3) days. Onset time was 5.0 (0.0–5.0) days in the study group and 3.0
(2.0–6.3) days in the control group (P > 0.05). The overall length of stay in the hospital was 3.0 (3.0–3.3)
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days. The length of stay was 3.0 (3.0–3.0) days in the study group and 3.0 (0.3–5.0) days in the control
group (P < 0.05).

2.2 Epidemiological situation

Among the screened cases, 21.1% (8/38) returned to Chongqing from Wuhan. Of these, 50.0% (4/8)
comprised the study group, and the remaining 23.3% (4/30) formed the control group. 10.0% (3/ 30) of
the control group returned to Chongqing from other cities of Hubei outside Wuhan (P < 0.05). 15.8%
(6/38) of the cohort had close contact with con�rmed cases tested positive for RNA of SARS-CoV-2, while
26.3% (10/38) had brief contact. The study group had 50.0% (4/8) close contact and 12.5% (1/8) brief
contact. The control group had 6.7% (2/30) close contact and 30.0% (9/30) short contact. However, the
subset of patients with close contact in the study group was signi�cantly higher than that in the control
group (P < 0.05). Conversely, the proportion of temporary exposure in the study group was signi�cantly
smaller than that in the control group (P < 0.05). 31.6% (12/38) of the cases were clustered, including
study group 87.5% (7/8) and control group 6.7% (5/30); the study group was signi�cantly larger than the
control group (P < 0.05). On the other hand, 10.5% (4/38) came in contact with suspected cases,
accounting for 13.3% (4/30) in the control group, which had no signi�cant difference compared to the
study group (P > 0.05).

2.3 Mainly clinical symptoms

Among the 38 cases, 42% (16/38) had fever (with or without cough). Among them, 87.5% (14/16) had a
low fever, and 15% (2/16) had a body temperature higher than 38 ℃. In the study group, 37.5% (3/8) had
fever (with or without cough), 25.0% (2/8) were asymptomatic, 25.0% (2/8) presented fatigue, muscle
soreness, and headache, and 12.5% (1/8) experienced abdominal discomfort and diarrhea. In the control
group, 43.3% (13/30) had fever (with or without cough), 36.7% (11/30) had cough (without fever), 10%
(3/30) had sore throat and itchy throat, while fatigue, muscle ache, headache, dyspnea, and
asymptomatic condition accounted for 3.3% (1/30) each, respectively. Compared to the study group, the
rate of cough (without fever) in the control group was signi�cantly higher (P < 0.05).

2.4 Laboratory inspection

2.4.1 Biochemical indexes

Any statistically signi�cant differences were not detected in the absolute values of WBC, Lym, Neu, ALT,
Cr, Glu, LDH, CRP, and PCT between the study and control groups (P > 0.05). The number of patients with
decreased WBC in the study group was signi�cantly more than that in the control group (37.5% vs. 0.0%,
P < 0.05). Both the study and control groups showed reduced Lym (50.0% vs. 40.0%, P > 0.05). The
number of patients with increased CRP in the study group was signi�cantly more than that in the control
group (87.5% vs. 46.7%, P < 0.05).

2.4.2 Respiratory virus
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Among the 38 cases, 8.4% (7/38) were infected with in�uenza A, 5.3% (2/38) with in�uenza B, 13.2%
(5/38) were infected with both in�uenza A and B, and there was 1 case of respiratory syncytial virus, 1
case of adenovirus, and 1 case of EBV, accounting for 2.6% each, respectively. 12.5% (1/8) of the study
group was infected with in�uenza B, while 12.5% (1/8) experienced a combination of in�uenza A and B
infection. In the control group, 23.3% (7/30) was infected with in�uenza A, 13.3% (4/30) was infected
with in�uenza A and in�uenza B, and 3.3% (1/30) was infected with in�uenza B virus, respiratory
syncytial virus, adenovirus, and EBV (P > 0.05).

2.5 Imaging features

Among the 38 cases of chest CT, no signi�cant difference was detected between the study and control
groups (P > 0.05). In the study group, 62.5% (5/8) of chest CT presented bilateral diffuse or multifocal
lesions; 25.0% (2/8) in the left lower lung and 12.5% (1/8) in the double lower lung. The lesions in all 8
cases were characterized by ground glass opacity (P > 0.05).

2.6 Diagnosis

Among the 38 cases, 8 were con�rmed and 30 were excluded. No missed diagnosis was known in the 14-
day follow-up.

Discussion
SARS-CoV-2 belongs to coronaviridae, which is an enveloped virus with a non-segmented, positive sense
RNA. SARS-CoV-2 is the coronavirus that caused another outbreak after SARS-CoV in 2003 and MERS-
CoV in 2012. SARS-CoV and MERS-CoV have a high fatality rate of 10% and 37%, respectively (14, 15).
Hitherto, the mortality rate of COVID-19 is lower than that of SARS or MERS. However, SARS-CoV-2 is
highly infectious, which has become a public health concern as it is threatening to human health and
safety.

In this study, 38 suspected cases of COVID-19 were observed in our hospital, with equal proportion of
males and females. The average age of the cohort was in the middle-age group, which was considered to
be related to the frequency of outgoing activities. The onset time of con�rmed cases was about 5 days,
which was consistent with the early reports of Wuhan (5) stating the duration as 4.1–7.1 days. The
suspected cases need to be kept in the hospital for observation for about 3 days to complete COVID-19-
related tests, which included at least two times RT-PCR detection (the interval time should be >24 h) and
the time spent in the RT-PCR detection process (approximately 4 h). In the clinical setting, the estimated
days for observation can be informed in advance, which can soothe the emotions and reduce the
occurrence of common negative emotions, such as anxiety. In this study, the diagnostic rate of cases
returning from Wuhan to Chongqing was markedly high. Thus, we need to focus on the dynamic changes
of the epidemic situation and on the personnel returning from the epidemic area. The risk of COVID-19
was signi�cantly higher in patients who had close contact with con�rmed cases with positive SARS-CoV-
2 RNA. The 12 cases of clustering occurrence were in 4 families, of which, 3 were eventually diagnosed
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positive. This situation supports the human-to-human transmission mode of SARS-CoV-2 as reported
previously (7). In a French epidemiological study of COVID-19 cases (16), the risk of exposure was divided
into three levels: (1) wearing appropriate personal protection, in a ventilated public place, and brief
contact with a con�rmed case (< 15 min), was considered to have a very low risk of infection; (2) close
contact with the con�rmed case (within 1 m) but short contact (< 15 min) or long-distance contact in a
ventilated public place (> 1 m) but long contact time, or in a relatively closed environment with a
con�rmed case but no contact, was considered as medium risk of infection; (3) long (> 15 min) close
contact with a con�rmed case within 1 m, such as direct face-to-face contact, sharing the same ward,
living in the same family, or traveling with the con�rmed case, or moving together in the same
neighborhood environment without any proper personal protection equipment, and medical staff treating
the con�rmed cases of COVID-19 without proper personal protection or illegal operation were considered
to be at high risk of infection. In this study, 4 cases had come in contact with other suspected cases, but
their risk of infection decreased with the elimination of diagnosis of the previously contacted suspected
cases. Finally, they were reexamined by RT-PCR, and all were negative for SARS-CoV-2.

Cutting off the route of transmission is one of the three key links of epidemic prevention and control,
emphasizing the importance of tracing the epidemiological history. For non-epidemic areas, there are four
elements of epidemiological investigation within the latent period of the disease: (1) Whether there is
sojourn history in the epidemic area. The epidemic area is determined by the situation at that time;
previously, it was the domestic city of Wuhan. Recently, the focus has been transferred to foreign
countries, such as the USA, Italy and Spain in Europe, Iran, and South Korea in Asia; (2) Whether there has
been contact with con�rmed cases. Then, the exposure risk can be classi�ed according to the exposure
risk level (16); (3) Whether there was contact with suspected cases. The changes in diagnosis (con�rmed
or excluded) of the suspected case should be closely observed in the near future, and the risk level of
infection of the case should be re-evaluated; (4) Whether there are clusters of disease. The occurrence of
similar symptoms in ≥3 cases is called aggregation. In this study, family aggregation was commonly
observed while screening. Adherence to the basic strategies of disease: early detection, early diagnosis,
early isolation, and early treatment.

CDVID-19 is mainly characterized by fever and respiratory symptoms, while digestive tract symptoms
were rare, which is similar to the reports of early cases in Wuhan (17, 18). However, these symptoms are not
typical, and other respiratory virus infections might occur, adding di�culty to the screening. In the present
study, 2 asymptomatic con�rmed CDVID-19 cases were detected, but no con�rmed cases were found with
only cough and no fever. Although these cases need to be focused on, additional cases need to be
summarized. In this study, the number of con�rmed patients with decreased WBC and increased CRP was
signi�cantly higher than that of the control group. These characteristics could be attributed to the
systemic in�ammatory response caused by SARS-CoV-2. Lym decline occurred in 50% (4/8) of the
con�rmed COVID-19 cases. Considering that SARS-CoV-2 was similar to SARS-CoV (19), it will attack
human T cells and lead to a decline in immune function. The presence of in�uenza A and B virus co-
infection in con�rmed cases should be assessed as a factor in aggravating the condition. Other
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respiratory virus infections might co-exist with COVID-19 in screening and should not be considered as an
exclusion factor. In addition to the suspicion of COVID-19, other respiratory virus infections can be used
as the differential diagnosis. The majority of the chest CT lesions of COVID-19 were bilateral diffuse or
multifocal, followed by those in the left lower lung. The most common lesions were ground glass opacity
in appearance. The lesions were often affecting the bilateral, subpleural lung parenchyma and
progressing quickly, and the original lesions increased signi�cantly after reexamination at an interval of 2
days (Fig. 2). Herein, no signi�cant difference was detected in the pulmonary CT characteristics between
con�rmed cases and excluded suspected cases. Thus, we speculated that chest CT of viral pneumonia
shared similar characteristics. The current study is a retrospective research, and hence, has some
limitations.The sample size is relatively small, and the number of patients in the two groups is not equal,
which may lead to data deviation. Therefore, large-sample studies are essential to provide an in-
depth understanding of COVID-19.

Conclusion
In conclusion, the use of only chest CT as the diagnostic criterion for COVID-19 was limited in non-
epidemic areas. The diagnosis of infectious diseases should consider the detection of pathogens as the
standard, focus on the epidemiology, combine with symptoms and signs, and follow the laboratory
examination and comprehensive imaging assessment results to reduce misdiagnosis and missed
diagnosis. The establishment of triage and screening strategies in hospitals, the control and isolation of
suspected cases, and the treatment of con�rmed cases at designated places can effectively cut off the
transmission route. Strengthening the epidemic prevention and control and promoting the process of
“triage-screening-isolation–transfer” for reference (Fig. 1) would aid in controlling the global epidemic.
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  Total number (n=38) Research group (n=8) Control group (n=30) P values

Gender       0.426

  Male 19 (50.0%) 3 (37.5%) 16 (53.3%) 0.426
  Female 19 (50.0%) 5 (62.5%) 14 (46.7%)
Age (years) 39.1 ± 14.5 43.3 ± 10.6 38.0 ±15.3 0.413

Time of onset (day) 3.5 (1.8 - 5.3) 5.0 (0.0 - 5.0) 3.0 (2.0 - 6.3) 0.343
Length of stay (days) 3.0 (3.0 - 3.3) 3.0 (3.0 - 3.0) 3.0 (0.3 - 5.0) 0.049
Epidemiological investigation        

  Return from Wuhan 8 (21.1%) 4 (50.0%) 4 (13.3%) 0.024

  A contact history of confirmed patients       0.011

    Close contact 6 (15.8%) 4 (50.0%) 2 (6.7%)  

    Brief contact 10 (26.3%) 1 (12.5%) 9 (30.0%)  
  Clusters of disease 12 (31.65%) 7 (87.5%) 5 (16.7%) < 0.001
  A contact history of suspected patients 4 (10.5%) 0 (0.0%) 4 (13.3%) 0.275

The main symptoms       0.018

  Fever (with or without cough) 16 (42.1%) 3 (37.5%) 13 (43.3%)  

    37.3-38 ℃ 14 (87.5%)      

    > 38 ℃ 2 (15.0%)      

  Cough(without fever) 11 (28.9%) 0 (0.0%) 11 (36.7%)  

  Sore throat, itchy throat 3 (7.9%) 0 (0.0%) 3 (10.0%)  

  Fatigue, muscle aches, headaches 3 (7.9%) 2 (25.0%) 1 (3.3%)  

  Asymptomatic 3 (7.9%) 2 (25.0%) 1 (3.3%)  

  Difficulty in breathing 1 (2.6%) 0 (0.0%) 1 (3.3%)  

  Abdominal discomfort, diarrhea 1 (2.6%) 1 (12.5%) 0 (0.0%)  

Other respiratory viruses       0.624

  Influenza A 7 (18.4%) 0 (0.0%) 7 (23.3%)  

  Influenza B 2 (5.3%) 1 (12.5%) 1 (3.3%)  

  Influenza A + B 5 (13.2%) 1 (12.5%) 4 (13.3%)  

  Respiratory syncytial virus 1 (2.6%) 0 (0.0%) 1 (3.3%)  

  Adenovirus 1 (2.6%) 0 (0.0%) 1 (3.3%)  

  EBV 1 (2.6%) 0 (0.0%) 1 (3.3%)  

  No merger 21 (55.3%) 6 (75.0%) 15 (50.0%)  

Biochemical index        

  WBC (10 ^ 9 / L) 7.2 ± 2.8 6.1 ± 3.6 7.4 ± 2.5 0.228

    < 3.5 3 (7.9%) 3 (37.5%) 0 (0.0%) < 0.001

    ≥ 3.5 35 (92.1%) 5 (62.5%) 30 (100.0%)  

  Lym (10 ^ 9 / L) 1.1 (0.9 -1.9) 1.0 (0.7 - 1.2) 1.3 (0.9 - 2.1) 0.082

    < 1.1 16 (42.1%) 4 (50.0%) 12 (40.0%) 0.611

    ≥ 1.1 22 (57.9%) 4 (50.0%) 18 (60.0%)  

  Neu (10 ^ 9 / L) 4.6 (3.0 - 6.2) 3.6 (1.9 - 7.1) 4.6 (3.6 - 6.2) 0.267

    < 1.8 1 (2.6%) 1 (12.5%) 0 (0.0%) 0.05

    ≥ 1.8 37 (97.4%) 7 (87.5%) 30 (100.0%)  

  ALT (U/L) 30.3 ± 19.9 33.7 ± 21.1 29.3 ± 19.8 0.606

    ≤ 42 29 (76.3%) 5 (62.5%) 24 (80.0%) 0.301

    > 42 9 (23.7%) 3 (37.5%) 6 (20.0%)  

  Cr (μmol/L) 60.1 ± 19.6 76.1 ± 15.9 55.9 ± 18.4 0.668

    ≤ 97 36 (94.7%) 7 (87.5%) 29 (96.7%) 0.302

    > 97 2 (5.3%) 1 (12.5%) 1 (3.3%)  

  Glu (mmol/L) 5.8 (5.3 - 7.7) 6.7 (5.9 - 8.5) 5.6 (5.3 - 6.8) 0.053
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    3.9-6.1 21 (55.3%) 2 (25.0%) 19 (63.3%) 0.053

    > 6.1 17 (44.7%) 6 (75.0%) 11 (36.7%)  

  LDH (U/L) 193.4 (171.7 - 253.4) 212.5 (176.0 - 311.8) 191.1
(170.6 - 228.5)

0.316

    114-240. 28 (73.7%) 5 (62.5%) 23 (76.7%) 0.419

    > 240 10 (26.3%) 3 (37.5%) 7 (23.3%)  

  CRP (mg/L) 10.3 (3.7 - 40.8) 20.5 (10.6 - 55.4) 6.18 (2.3 -33.9) 0.089

    0 - 8 17 (44.7%) 1 (12.5%) 16 (53.3) 0.039

    > 8 21 (55.3%) 7 (87.5%) 14 (46.7%)  

  PCT (ng/ml) 0.04 (0.01 - 0.75) 0.65 (0.0 - 0.16) 0.03 (0.01 -0.06) 0.187

    0-0.05 25 (65.8%) 3 (37.5%) 22 (73.3%) 0.058

    > 0.05 13 (34.2%) 5 (62.5%) 8 (26.7%)  

Chest CT        

  Lesion       0.422

    Bilateral diffuse or multifocal 13 (34.2%) 5 (62.5%) 8 (26.7%)  

    Right superior lung 4 (10.5%) 0 (0.0%) 4 (13.3%)  

    Right inferior lung 3 (7.9%) 0 (0.0%) 3 (10.0%)  

    Left superior lung 2 (5.3%) 0 (0.0%) 2 (6.7%)  

    Left inferior lung 12 (31.6%) 2 (25.0%) 10 (33.3%)  

    Both inferior lung 4 (10.5%) 1 (12.5%) 3 (10.0%)  

  Nature of the lesion       0.061

    Ground-glass opacity 22 (57.9%) 8 (100.0%) 14 (46.7%)  

    Nodules 8 (21.1%) 0 (0.0%) 8 (26.7)  

    Fiber lesions 2 (5.3%) 0 (0.0%) 2 (6.7%)  

    Inflammatory lesions 6 (15.8%) 0 (0.0%) 6 (20.0%)  

Figures
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Figure 1

Figure 1 The process of "triage - screening - isolation - transport" a. Meet three clinical criteria, or two
clinical criteria and one epidemiological criterion.

Figure 2

A  (a)Transverse chest CT imagesshowing bilateral diffuse and multifocal leisions on the day of
admission (Jan 26th, 2020). (b) Transverse chest CT images from the same patient showing leisions
progressed quickly after 2 days (Jan 28th, 2020). B  (a)Transverse chest CT images showing leisions on
the left inferior lung on the day of admission (Jan 26th, 2020). (b) Transverse chest CT images from the
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same patient showing leisions progressed quickly after 2 days (Jan 28th, 2020). C  (a)Transverse chest
CT images showing leisions on the right inferior lung on the day of admission (Jan 26th, 2020). (b)
Transverse chest CT images from the same patient showing leisions progressed quickly after 2 days (Jan
28th, 2020).


